}Jl;l iprotKB Entry name organism full oglcnacscore oplcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi
name sites reticulum |apparal
Q9P2B4 CT2NL_HUMAN |Homo CTTNBP2(20.028878 'T322;S638(S5284;5285;5481;5S488;5523;5527;S (34725712;38665916;23301498;403 [MNLEKLSKPELLTLFSILEGELEARD |False False 2.769 [3.322  |False False False
sapiens  |N- 560;S563;5568;T570;T590;S592 07207;38253038;35254053 LVIEALKAQHRDTFIEERYGKYNISD
terminal- PLMALQRDFETLKEKNDGEKQPVCT
like NPLSILKVVMKQCKNMQERMLSQL
protein IAAAESRHRKVILDLEEERQRHAQDT

IAEGDDVTYMLEKERERLTQQLEFEK
SQVKKFEKEQKKLSSQLEEERSRHK
QLSSMLVLECKKATNKAAEEGQKAG
ELSLKLEKEKSRVSKLEEELAAERKR
GLQTEAQVEKQLSEFDIEREQLRAK
LNREENRTKTLKEEMESLKKIVKDL
EASHQHSSPNEQLKKPVTVSKGTAT
EPLMLMSVFCQTESFPAERTHGSNI
IAKMTNTGLPGPATPAYSYAKTNGHC
DPEIQTTRELTAGNNVENQVPPREK
SVALAQEKPVENGGCPVGIETPVPM
PSPLSSSGSSLSPSSTASSSLTSSPCS
SPVLTKRLLGSSASSPGYQSSYQVGI
NQRFHAARHKFQSQADQDQQASGL
QSPPSRDLSPTLIDNSAAKQLARNTV
TQVLSRFTSQQGPIKPVSPNSSPFGT
DYRNLANTANPRGDTSHSPTPGKVS
SPLSPLSPGIKSPTIPRAERGNPPPIP
PKKPGLTPSPSATTPLTKTHSQAASL
TTAEDLASSCSSNTVVANGKDVELL
LPTSS




