
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q9P2D0 IBTK_HUMAN Homo
sapiens

Inhibitor
of
Bruton
tyrosine
kinase

29.222007 T753 S990;S1004;S1030;S1033;S1039;S1
045;S1054;S1083;S1111;S1113;S11
16

23271734;28510447;37340703 MSSPMPDCTSKCRSLKHALDVLSVV
TKGSENQIKAFLSSHCYNAATIKDVF
GRNALHLVSSCGKKGVLDWLIQKGV
DLLVKDKESGWTALHRSIFYGHIDC
VWSLLKHGVSLYIQDKEGLSALDLV
MKDRPTHVVFKNTDPTDVYTWGDN
TNFTLGHGSQNSKHHPELVDLFSRS
GIYIKQVVLCKFHSVFLSQKGQVYTC
GHGPGGRLGHGDEQTCLVPRLVEG
LNGHNCSQVAAAKDHTVVLTEDGC
VYTFGLNIFHQLGIIPPPSSCNVPRQI
QAKYLKGRTIIGVAAGRFHTVLWTRE
AVYTMGLNGGQLGCLLDPNGEKCV
TAPRQVSALHHKDIALSLVAASDGAT
VCVTTRGDIYLLADYQCKKMASKQL
NLKKVLVSGGHMEYKVDPEHLKEN
GGQKICILAMDGAGRVFCWRSVNSS
LKQCRWAYPRQVFISDIALNRNEILF
VTQDGEGFRGRWFEEKRKSSEKKEI
LSNLHNSSSDVSYVSDINSVYERIRL
EKLTFAHRAVSVSTDPSGCNFAILQS
DPKTSLYEIPAVSSSSFFEEFGKLLR
EADEMDSIHDVTFQVGNRLFPAHKY
ILAVHSDFFQKLFLSDGNTSEFTDIY
QKDEDSAGCHLFVVEKVHPDMFEY
LLQFIYTDTCDFLTHGFKPRIHLNKN
PEEYQGTLNSHLNKVNFHEDDNQK
SAFEVYKSNQAQTVSERQKSKPKSC
KKGKNIREDDPVRMLQTVAKKFDFS
NLSSRLDGVRFENEKINVIAKNTGN
KLKLSQKKCSFLCDVTMKSVDGKEF
PCHKCVLCARLEYFHSMLSSSWIEA
SSCAALEMPIHSDILKVILDYLYTDEA
VVIKESQNVDFICSVLVVADQLLITRL
KEICEVALTEKLTLKNAAMLLEFAA
MYSAKQLKLSCLQFIGLNMAALLEA
RSLDVLSDGVLKDLSEFYRKMIPAM
DRRVITPYQDGPDISYLEVEDGDIFL
KEEINMEQNHSETMFKKAKTKAKK
KPRKRSDSSGGYNLSDIIQSPSSTGL
LKSGKTNSVESLPELLTSDSEGSYAG
VGSPRDLQSPDFTTGFHSDKIEAKV
KPYVNGTSPVYSREDLKPWEKSPILK
ISAPQPIPSNRIDTTSSASWVAGSFSP
VSPPVVDLRTIMEIEESRQKCGATPK
SHLGKTVSHGVKLSQKQRKMIALTT
KENNSGMNSMETVLFTPSKAPKPV
NAWASSLHSVSSKSFRDFLLEEKKS
VTSHSSGDHVKKVSFKGIENSQAPKI
VRCSTHGTPGPEGNHISDLPLLDSP
NPWLSSSVTAPSMVAPVTFASIVEEE
LQQEAALIRSREKPLALIQIEEHAIQD
LLVFYEAFGNPEEFVIVERTPQGPLA
VPMWNKHGC

True False 2.554 5.0 0.892 0.972 0.58 1.693


