UniprotKB Entry name organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus imitochndrion | .. ic|golgi pla

ID name sites reticulum apparatus me

QIP2D6 F135A_HUMAN [Homo Protein  [20.62466 S574;5749;T752;T1372 |[NaN 38253038;39531497;30379171;306 [MTEVQAMVEFSVELNKFYNVDLFQ (False False 2.474 [2.856 |0.188 False False 0.5
sapiens FAM135A 20550;39302247;35254053 RGFYQIRASMKIPSRIPHRVEASLLH

IATGMTLAFPASVHDSLICSKTFQILY
KNEEVVLNDVMIFKVKMLLDERKIE
ETLEEMNFLLSLDLHFTDGDYSADD
LNALQLISSRTLKLHFSPHRGLHHH
VNVMFDYFHLSVVSVTVHASLVALH
QPLISFPRPVKTTWLNRNAPAQNKD
SVIPTLESVVFGINYTKQLSPDGCSFI
IADSFLHHAYRFHYTLCATLLLAFKG
LHSYFITVTEEIPSCQKLELEEMDVE
IARLTELCEEVKKIENPDELAELINM
NLAQLCSLLMALWGQFLEVITLHEE
LRILLAQEHHTLRVRRFSEAFFCFEH
PREAAIAYQELHAQSHLQMCTAIKN
TSFCSSLPPLPIECSELDGDLNSLPII
FEDRYLDSVTEDLDAPWMGIQNLQR
SESSKMDKYETEESSVAGLSSPELK
VRPAGASSIWYTEGEKQLTKSLKGK
NEESNKSKVKVTKLMKTMKSENTK
KLIKQNSKDSVVLVGYKCLKSTASN
DLIKCFEGNPSHSQKEGLDPTICGY
NFDPKTYMRQTSQKEASCLPTNTER
TEQKSPDIENVQPDQFDPLNSGNLN
LCANLSISGKLDISQDDSEITQMEH
NLASRRSSDDCHDHQTTPSLGVRTI
EIKPSNKDPFSGENITVKLGPWTELR
QEEILVDNLLPNFESLESNGKSKSIE
ITFEKEALQEAKCLSIGESLTKLRSN
LPAPSTKEYHVVVSGDTIKLPDISATY
IASSRFSDSGVESEPSSFATHPNTDL
VFETVQGQGPCNSERLFPQLLMKPD
'YNVKFSLGNHCTESTSAISEIQSSLT
SINSLPSDDELSPDENSKKSVVPEC
HLNDSKTVLNLGTTDLPKCDDTKKS
SITLQQQSVVFSGNLDNETVAIHSLN
SSIKDPLQFVFSDEETSSDVKSSCSS
KPNLDTMCKGFQSPDKSNNSTGTAI
TLNSKLICLGTPCVISGSISSNTDVSE
DRTMKKNSDVLNLTQMYSEIPTVES
ETHLGTSDPFSASTDIVKQGLVENYF
GSQSSTDISDTCAVSYSNALSPQKET
SEKEISNLQQEQDKEDEEEEQDQQ
MVQNGYYEETDYSALDGTINAHYTS
RDELMEERLTKSEKINSDYLRDGIN
MPTVCTSGCLSFPSAPRESPCNVKY
SSKSKFDAITKQPSSTSYNFTSSISW
YESSPKPQIQAFLQAKEELKLLKLPG
FMYSEVPLLASSVPYFSVEEEDGSE
DGVHLIVCVHGLDGNSADLRLVKTY
IELGLPGGRIDFLMSERNQNDTFAD
FDSMTDRLLDEIIQYIQIYSLTVSKIS
FIGHSLGNLIIRSVLTRPRFKYYLNKL
HTFLSLSGPHLGTLYNSSALVNTGL
'WFMQKWKKSGSLLQLTCRDHSDPR
QTFLYKLSNKAGLHYFKNVVLVGSL
QDRYVPYHSARIEMCKTALKDKQSG
QIYSEMIHNLLRPVLQSKDCNLVRY
NVINALPNTADSLIGRAAHIAVLDSEI
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