UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q9P2D8 'UNC79_HUMAN Homo Protein [22.903221 S826;5S828|S754;S758 38253038  MSTKAEQFASKIRYLQEYHNRVLHN |None None None |None None None None None None
sapiens  [unc-79 IYPVPSGTDIANTLKYFSQTLLSILSR
homolog TGKKENQDASNLTVPMTMCLFPVP

FPLTPSLRPQVSSINPTVTRSLLYSVL
RDAPSERGPQSRDAQLSDYPSLDYQ
GLYVTLVTLLDLVPLLQHGQHDLGQ
SIFYTTTCLLPFLNDDILSTLPYTMIS
TLATFPPFLHKDIIEYLSTSFLPMAIL
GSSRREGVPAHVNLSASSMLMIAM
QYTSNPVYHCQLLECLMKYKQEVW
KDLLYVIAYGPSQVKPPAVQMLFHY
'WPNLKPPGAISEYRGLQYTAWNPIH
CQHIECHNAINKPAVKMCIDPSLSV
IALGDKPPPLYLCEECSERIAGDHSE
'WLIDVLLPQAEISAICQKKNCSSHVR
RAVVTCFSAGCCGRHGNRPVRYCKR
CHSNHHSNEVGAAAETHLYQTSPPP
INTRECGAEELVCAVEAVISLLKEAE
FHAEQREHELNRRRQLGLSSSHHS
LDNADFDNKDDDKHDQRLLSQFGI
WFLVSLCTPSENTPTESLARLVAMV
FQWFHSTAYMMDDEVGSLVEKLKP
QFVTKWLKTVCDVRFDVMVMCLLP
KPMEFARVGGYWDKSCSTVTQLKE
GLNRILCLIPYNVINQSVWECIMPE
WLEAIRTEVPDNQLKEFREVLSKMF
DIELCPLPFSMEEMFGFISCRFTGYP
SSVQEQALLWLHVLSELDIMVPLQL
LISMFSDGVNSVKELANQRKSRVSE
LAGNLASRRVSVASDPGRRVQHNM
LSPFHSPFQSPFRSPLRSPFRSPFKN
FGHPGGRTIDFDCEDDEMNLNCFIL
MFDLLLKQMELQDDGITMGLEHSL
SKDIISIINNVFQAPWGGSHTCQKDE
KAIECNLCQSSILCYQLACELLERLA
PKEESRLVEPTDSLEDSLLSSRPEFII
GPEGEEEENPASKHGENPGNCTEP
VEHAAVKNDTERKFCYQQLPVTLRL
IYTIFQEMAKFEEPDILFNMLNCLKI
LCLHGECLYIARKDHPQFLAYIQDH
MLIASLWRVVKSEFSQLSSLAVPLLL
HALSLPHGADIFWTIINGNFNSKDW
KMRFEAVEKVAVICRFLDIHSVTKN
HLLKYSLAHAFCCFLTAVEDVNPAV
ATRAGLLLDTIKRPALQGLCLCLDFQ
FDTVVKDRPTILSKLLLLHFLKQDIP
ALSWEFFVNRFETLSLEAQLHLDCN
KEFPFPTTITAVRTNVANLSDAALWK
IKRARFARNRQKSVRSLRDSVKGPV
ESKRALSLPETLTSKIRQQSPENDNT
IKDLLPEDAGIDHQTVHQLITVLMKF
MAKDESSAESDISSAKAFNTVKRHL
YVLLGYDQQEGCFMIAPQKMRLSTC
FNAFIAGIAQVMDYNINLGKHLLPLV
'VQVLKYCSCPQLRHYFQQPPRCSLW
SLKPHIRQMWLKALLVILYKYPYRDC
DISKILLHLIHITVNTLNAQYHSCKP
HATAGPLYSDNSNISRYSEKEKGEIE
LAEYRETGALQDSLLHCVREESIPKK
KLRSFKQKSLDIGNADSLLFTLDEH
RRKSCIDRCDIEKPPTQAAYIAQRPN
DPGRSRQNSATRPDNSEIPENPAME
GFPDARRPVIPEVRLNCMETFEVKV
DSPVKPAPKEDLDLIDLSSDSTSGPE
KHSILSTSDSDSLVFEPLPPLRIVESD
EEEETMNQGDDGPSGKNAASSPSV
PSHPSVLSLSTAPLVQVSVEDCSKDF
SSKDSGNNQSAGNTDSALITLEDPM
DAEGSSKPEELPEFSCGSPLTLKQKR
DLLQKSFALPEMSLDDHPDPGTEGE
KPGELMPSSGAKTVLLKVPEDAENP
TESEKPDTSAESDTEQNPERKVEED
GAEESEFKIQIVPRQRKQRKIAVSAIQ
REYLDISFNILDKLGEQKDPDPSTKG
LSTLEMPRESSSAPTLDAGVPETSSH
SSISTQYRQMKRGSLGVLTMSQLMK




RQLEHQSSAPHNISNWDTEQIQPGK
RQCNVPTCLNPDLEGQPLRMRGAT
KSSLLSAPSIVSMFVPAPEEFTDEQP
TVMTDKCHDCGAILEEYDEETLGLAI
'VVLSTFIHLSPDLAAPLLLDIMQSVG
RLASSTTFSNQAESMMVPGNAAGV
AKQFLRCIFHQLAPNGIFPQLFQSTI
KDGTFLRTLASSLMDFNELSSIAALS
QLLEGLNNKKNLPAGGAMIRCLENI
ATFMEALPMDSPSSLWTTISNQFQT
FFAKLPCVLPLKCSLDSSLRIMICLL
KIPSTNATRSLLEPFSKLLSFVIQNAV
FTLAYLVELCGLCYRAFTKERDKFYL
SRSVVLELLQALKLKSPLPDTNLLLL
'VQFICADAGTKLAESTILSKQMIASV
PGCGTAAMECVRQYINEVLDFMAD
MHTLTKLKSHMKTCSQPLHEDTFG
GHLKVGLAQIAAMDISRGNHRDNKA
VIRYLPWLYHPPSAMQQGPKEFIEC
VSHIRLLSWLLLGSLTHNAVCPNAS
SPCLPIPLDAGSHVADHLIVILIGFPE
QSKTSVLHMCSLFHAFIFAQLWTVY
CEQSAVATNLQNQNEFSFTAILTAL
EFWSRVTPSILQLMAHNKVMVEMV
CLHVISLMEALQECNSTIFVKLIPM
WLPMIQSNIKHLSAGLQLRLQAIQN
HVNHHSLRTLPGSGQSSAGLAALRK
WLQCTQFKMAQVEIQSSEAASQFYP
L




