
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q9P2E9 RRBP1_HUMAN Homo
sapiens

Ribosome-
binding
protein	1

4.633014 S135;S924;S951 S159;S165;T225;T235;T245;T255;S
533;S573;S583;S615;S900;S959;S9
78;S1276;S1277

34725712;38665916;34019948;332
14551;30444036;30379171;342290
54;35083852;26853435;30397120;4
0596516;37217939;38253038;3939
5807;28510447

MDIYDTQTLGVVVFGGFMVVSAIGIF
LVSTFSMKETSYEEALANQRKEMAK
THHQKVEKKKKEKTVEKKGKTKKKE
EKPNGKIPDHDPAPNVTVLLREPVR
APAVAVAPTPVQPPIIVAPVATVPAMP
QEKLASSPKDKKKKEKKVAKVEPAV
SSVVNSIQVLTSKAAILETAPKEVPM
VVVPPVGAKGNTPATGTTQGKKAEG
TQNQSKKAEGAPNQGRKAEGTPNQ
GKKTEGTPNQGKKAEGTPNQGKKA
EGTPNQGKKAEGAQNQGKKVDTTP
NQGKKVEGAPTQGRKAEGAQNQAK
KVEGAQNQGKKAEGAQNQGKKGEG
AQNQGKKAEGAQNQGKKAEGAQN
QGKKAEGAQNQGKKAEGAQNQGKK
AEGAQNQGKKAEGAQNQGKKVEGA
QNQGKKAEGAQNQGKKAEGAQNQ
GKKAEGAQNQGKKAEGAQNQGKKA
EGAQNQGKKAEGAQNQGKKAEGAQ
NQGKKVEGAQNQGKKAEGAQNQG
KKAEGAQNQGKKAEGAQNQGQKGE
GAQNQGKKTEGAQGKKAERSPNQG
KKGEGAPIQGKKADSVANQGTKVEG
ITNQGKKAEGSPSEGKKAEGSPNQG
KKADAAANQGKKTESASVQGRNTD
VAQSPEAPKQEAPAKKKSGSKKKGE
PGPPDADGPLYLPYKTLVSTVGSMVF
NEGEAQRLIEILSEKAGIIQDTWHKA
TQKGDPVAILKRQLEEKEKLLATEQE
DAAVAKSKLRELNKEMAAEKAKAAA
GEAKVKKQLVAREQEITAVQARMQA
SYREHVKEVQQLQGKIRTLQEQLEN
GPNTQLARLQQENSILRDALNQATS
QVESKQNAELAKLRQELSKVSKELV
EKSEAVRQDEQQRKALEAKAAAFEK
QVLQLQASHRESEEALQKRLDEVSR
ELCHTQSSHASLRADAEKAQEQQQ
QMAELHSKLQSSEAEVRSKCEELSG
LHGQLQEARAENSQLTERIRSIEALL
EAGQARDAQDVQASQAEADQQQTR
LKELESQVSGLEKEAIELREAVEQQK
VKNNDLREKNWKAMEALATAEQAC
KEKLLSLTQAKEESEKQLCLIEAQTM
EALLALLPELSVLAQQNYTEWLQDL
KEKGPTLLKHPPAPAEPSSDLASKLR
EAEETQSTLQAECDQYRSILAETEG
MLRDLQKSVEEEEQVWRAKVGAAE
EELQKSRVTVKHLEEIVEKLKGELES
SDQVREHTSHLEAELEKHMAAASA
ECQNYAKEVAGLRQLLLESQSQLDA
AKSEAQKQSDELALVRQQLSEMKS
HVEDGDIAGAPASSPEAPPAEQDPV
QLKTQLEWTEAILEDEQTQRQKLTA
EFEEAQTSACRLQEELEKLRTAGPL
ESSETEEASQLKERLEKEKKLTSDLG
RAATRLQELLKTTQEQLAREKDTVK
KLQEQLEKAEDGSSSKEGTSV

NaN NaN NaN NaN NaN NaN NaN


