}Jl;l iprotKB Entry name  |organism [full name |oglcnacscore oglcnac phosphorylation |,y sequence intracellular [extracellular [cytosol [nucleus [mitochndrion endoplasmic golgi plasma lextracell
sites  [sites reticulum |apparatus [membrane [region
Q9P2S6 IANKY1 HUMAN |[Homo |Ankyrin 20.509114 NaN NaN 37217939;39894887;30379171 MYQGEFGLNMKLGYGKFSWPTGES |False False 2.533 [2.588 False False False False False
sapiens repeat YHGQFYRDHCHGLGTYMWPDGSSF

and TGTFYLSHREGYGTMYMKTRLFQGL

MYND 'YKADQRFGPGVETYPDGSQDVGLWF

domain- REQLIKLCTQIPSGFSLLRYPEFSSFI

containing THSPARISLSEEEKTEWGLQEGQDP

protein 1 FFYDYKRFLLNDNLTLPPEMYVYST

NSDHLPMTSSFRKELDARIFLNEIPP
FVEDGEPWFIINETPLLVKIQKQTYK
FRNKPAHTSWNMGAILEGKRSGFA
PCGPKEQLSMEMILKAEEGNHEWI
CRILKDNFASADVADAKGYTVLAAAA
THCHNDIVNLLLDCGADVNKCSDE
GLTALSMCFLLHYPAQSFKPNVAER
TIPEPQEPPKFPVVPILSSSFMDTNL
ESLYYEVNVPSQGSYELRPPPAPLLL
PRVSGSHEGGHFQDTGQCGGSIDH
RSSSLKGDSPLVKGSLGHVESGLED
VLGNTDRGSLCSAETKFESNVCVCD
FSIELSQAMLERSAQSHSLLKMASP
SPCTSSFDKGTMRRMALSMIERRKR
WRTIKLLLRRGADPNLCCVPMQVLF
LAVKAGDVDGVRLLLEHGARTDICF
PPQLSTLTPLHIAAALPGEEGVQIVEL
LLHAITDVDAKASDEDDTYKPGKLDL
LPSSLKLSNEPGPPQAYYSTDTALPE
EGGRTALHMACEREDDNKCARDIV
RLLLSHGANPNLLWSGHSPLSLSIA
SGNELVVKELLTQGADPNLPLTKGL
GSALCVACDLTYEHQRNMDSKLALI
DRLISHGADILKPVMLRQGEKEAVG
TAVDYGYFRFFQDRRIARCPFHTLM
PAERETFLARKRLLEYMGLQLRQAV
FAKESQWDPTWLYLCKRAELIPSHR
MKKKGPSLPRGLDVKEQGQIPFFKF
CYQCGRSIGVRLLPCPRCYGILTCSK
[YCKTKAWTEFHKKDCGDLVAIVTQL
EQVSRRREEFQ




