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UniprotKB Entry name organism full loglcnacscore oglcnac ee vlation PMIDS sequence intracellular [extracellular |cytosol \nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
QIP2T1 GMPR2_HUMAN [Homo GMP 30.239154 S345 NaN 34229054;40307207 MPHIDNDVKLDFKDVLLRPKRSTLK (True False 4.112 [0.281 2.52 False 0.281 0.281 False

sapiens reductase SRSEVDLTRSFSFRNSKQTYSGVPII

AANMDTVGTFEMAKVLCKFSLFTAV
HKHYSLVQWQEFAGQNPDCLEHLA
IASSGTGSSDFEQLEQILEAIPQVKYIC
LDVANGYSEHFVEFVKDVRKRFPQH
TIMAGNVVTGEMVEELILSGADIIKV
GIGPGSVCTTRKKTGVGYPQLSAVM
ECADAAHGLKGHIISDGGCSCPGDV
IAKAFGAGADFVMLGGMLAGHSESG
GELIERDGKKYKLFYGMSSEMAMK
KYAGGVAEYRASEGKTVEVPFKGDV
EHTIRDILGGIRSTCTYVGAAKLKELS
RRTTFIRVTQQVNPIFSEAC




