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D Entry name |organism oglcnacscore |oglcnac sites phosphorylation |y 1yyyg sequence intracellular [extracellular [cytosol nucleus|mitochndrion |* .. golgi ple
name sites reticulum  |apparatus |me
Q9P2Y4 ZN219 HUMAN Homo Zinc 33.50319 S36;S39;S46;S48;T496(S16;S692;T695;S698 (31492838;30620550;40307207;351 |MEGSRPRAPSGHLAPSPPAFDGELD (True False False [5.0 False False False Fa
sapiens |finger 32862;38253038 LQRYSNGPAVSAGSLGMGAVSWSE
protein SRAGERRFPCPVCGKRFRFNSILAL
219 HLRAHPGAQAFQCPHCGHRAAQRA

LLRSHLRTHQPERPRSPAARLLLELE
ERALLREARLGRARSSGGMQATPAT
EGLARPQAPSSSAFRCPYCKGKFRTS
IAERERHLHILHRPWKCGLCSFGSSQ
EEELLHHSLTAHGAPERPLAATSAA
PPPQPQPQPPPQPEPRSVPQPEPEPE
PEREATPTPAPAAPEEPPAPPEFRCQ
'VCGQSFTQSWFLKGHMRKHKASFD
HACPVCGRCFKEPWFLKNHMKVHA
SKLGPLRAPGPASGPARAPQPPDLGL
LAYEPLGPALLLAPAPTPAERREPPS
LLGYLSLRAGEGRPNGEGAEPGPGR
SFGGFRPLSSALPARARRHRAEEPE
EEEEVVEAEEETWARGRSLGSLASL
HPRPGEGPGHSASAAGAQARSTATQ
EENGLLVGGTRPEGGRGATGKDCPF
CGKSFRSAHHLKVHLRVHTGERPYK
CPHCDYAGTQSGSLKYHLQRHHRE
QRSGAGPGPPPEPPPPSQRGSAPQS
GAKPSPQPATWVEGASSPRPPSSGA
GPGSRRKPASPGRTLRNGRGGEAEP
LDLSLRAGPGGEAGPGGALHRCLFC
PFATGAPELMALHLQVHHSRRARG
RRPPQADASPPYARVPSGETPPSPSQ

EGEEGSGLSRPGEAGLGGQER




