UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc}oplasmw golgi plasma ex
ID sites sites reticulum apparatus membrane re
QI9QUR6 [PPCE_MOUSE Mus Prolyl 33.888577 NaN NaN 25153642;39927985;37507081;285 |MLSFQYPDVYRDETSVQEYHGHKIC |True True 3.125 |[5.0 False False False False 5.(

musculus

endopeptidase

28544

DPYSWLEDPDSEQTKAFVEAQNKIT
VPFLEQCPIRGLYKERMTELYDYPKY
SCHFKKGKRYFYFYNTGLQNQRVLY
'VQDSLEGEARVFLDPNTLSDDGTVA
LRGYAFSEDGEYFAYGLSASGSDWV
TIKFMKVDGAKELPDVLERVKFTCM
AWTHDGKGMFYNSYPQQDGKSDGT
ETSTNLHQKLCYHVLGTDQSEDILC
AEFPDEPKWMGGAELSDDGRYVLL
SIWEGCDPVNRLWYCDLQQEPNGIT
GILKWVKLIDNFEGEYDYVTNEGTV
FTFKTNRNSPNYRLINIDFTDPDESK
'WKVLVPEHEKDVLEWVACVRSNFL
VLCYLHDVKNILQLHDLTTGALLKTF
PLDVGSVVGYSGRKKDSEIFYQFTSF
LSPGVIYHCDLTKEELEPMVFREVTV
KGIDAADYQTIQIFYPSKDGTKIPMFI
'VHKKGIKLDGSHPAFLYGYGGFNISI
TPNYSVSRLIFVRHMGGVLAVANIR
GGGEYGETWHKGGILANKQNCFDD
FQCAAEYLIKEGYTSPKRLTINGGSN
GGLLVAACANQRPDLFGCVIAQVGV
MDMLKFHKFTIGHAWTTDYGCSDT
KQHFEWLLKYSPLHNVKLPEADDIQ
YPSMLLLTADHDDRVVPLHSLKFIAT
LQYIVGRSRKQSNPLLIHVDTKAGH
GAGKPTAKVIEEVSDMFAFIARCLNI
EWIQ




