UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.'acellular
ID name name sites sites reticulum apparatus membrane [region
Q9IQVC8 FKBP4_RAT [Rattus Peptidyl- |28.175057 NaN T143;T220;T436 [18683930 MTAEEMKVAENGAQSAPLPLEGVDI [True False 5.0 4.571  [3.645 1.265 0.522 1.331 1.237

norvegicus [prolyl cis-
trans
isomerase
FKBP4

SPKQDEGVLKVIKREGTGTETAMIG
DRVFVHYTGWLLDGTKFDSSLDRKD
KFSFDLGKGEVIKAWDIAVATMKVG
EVCHITCKPEYAYGSAGSPPKIPPNA
TLVFEVELFEFKGEDLTEDEDGGIIR
RIRTRGEGYARPNDGAMVEVALEGY
'YNDRLFDQRELCFEVGEGESLDLPC
GLEEAIQRMEKGEHSIVYLKPSYAFG
SVGKERFQIPPHAELRYEVHLKSFEK
AKASWEMNSEEKLEQSNIVKERGTV
YFKEGKYKQALLQYKKIVSWLEYESS
FSGEEMQKVHALRLASHLNLAMCH
LKLQAFSAAIESCNKALELDSNNEK
GLFRRGEAHLAVNDFDLARADFQKV
LQLYPSNKAAKTQLAVCQQRTRRQL
AREKKLYANMFERLAEEEHKAKTEV
AAGDHPTDAEMKGEPNNVAGNQAQ
IVKTEA




