
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9QWV9 CCNT1_MOUSE Mus
musculus

Cyclin-
T1

38.223321 NaN S117;S388;S494;S498 40997131 MEGERKNNNKRWYFTREQLENSPS
RRFGVDSDKELSYRQQAANLLQDM
GQRLNVSQLTINTAIVYMHRFYMIQ
SFTQFHRYSMAPAALFLAAKVEEQP
KKLEHVIKVAHTCLHPQESLPDTRS
EAYLQQVQDLVILESIILQTLGFELTI
DHPHTHVVKCTQLVRASKDLAQTSY
FMATNSLHLTTFSLQYTPPVVACVCI
HLACKWSNWEIPVSTDGKHWWEYV
DATVTLELLDELTHEFLQILEKTPSR
LKRIRNWRAYQAAMKTKPDDRGAD
ENTSEQTILNMISQTSSDTTIAGLMS
MSTASTSAVPSLPSSEESSSSLTSVD
MLQGERWLSSQPPFKLEAAQGHRT
SESLALIGVDHSLQQDGSSAFGSQK
QASKSVPSAKVSLKEYRAKHAEELA
AQKRQLENMEANVKSQYAYAAQNL
LSHDSHSSVILKMPIESSENPERPFL
DKADKSALKMRLPVASGDKAVSSKP
EEIKMRIKVHSAGDKHNSIEDSVTKS
REHKEKQRTHPSNHHHHHNHHSH
RHSHLQLPAGPVSKRPSDPKHSSQT
STLAHKTYSLSSTLSSSSSTRKRGPP
EETGAAVFDHPAKIAKSTKSSLNFPF
PPLPTMTQLPGHSSDTSGLPFSQPS
CKTRVPHMKLDKGPPGANGHNATQ
SIDYQDTVNMLHSLLSAQGVQPTQA
PAFEFVHSYGEYMNPRAGAISSRSG
TTDKPRPPPLPSEPPPPLPPLPK

True False 3.61 5.0 1.437 1.08 1.229 1.487 1.495


