UniprotKB Entry name lorganism full oglcnacscore o'glcnac p'h osphorylation PMIDS [sequence intracellular [extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
Q9QXV0 PCS1N_MOUSE Mus ProSAAS |34.664654 S247 NaN 26192747 MAGSPLLCGPRAGGVGILVLLLLGLL |False True 1.402 |1.686 1.536 1.467 5.0 1.476 5.0

musculus
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