UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence extracellular cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extr.'acellular
ID name sites sites reticulum apparatus membrane region
Q9QY84 ACL7A_MOUSE Mus Actin- [25.019509 S384 NaN 34418053 [MSLDGVWAPQTANIGDGPAKKASD False 2.621 |5.0 0.188 0.188 3.286 0.605 0.715
musculus [like QASMQTQVLQTASLKDGPAKRAVW
protein IVRRDNAETEDPVKSTMSKDRPRLEV
7A

TKAVVVDLGTGFCKCGFAGLPKPTH
KISTTVGKPYMETAKTGDNRKETFV
GHELFNPDIHLKLVNPLRHGIIVDW
DTVQDIWEYLFRQEMKIAPEEHAVL
IVSDPPLSPHTNREKYAEMLFETFNT
PAMHIAYQSRLSMYSYGRTSGLVVE
IVGHGVSYVVPIYEGYPLPSITGRLDY
IAGSDLTTYLMNLMNNSGKHFSEDH
LGIVEDIKTRCCFVALDPIEEKKIPAP
EHEIHYTLPDGKEIRLGQERFLCSE
MFFKPSLIKSMQLGLHTQTVSCLNK
CDIALKRDLMGNILLCGGSTMLRGF
PNRLQKELSSMCPNDTPQVNVLPER
DTAVWTGGSILASLQGFQPLWVHRL
EYEEHGPFFLYRRCF




