}Jl;l iprotKB Entry name |organism full name |oglcnacscore o-glcnac phosphorylation sites [PMIDS sequence intracellular [extracellular cytosol [nucleus |mitochndrion | . ic|golgi [plasma eth:acellul‘
sites reticulum |apparatus membrane [region
Q9QYB1 CLIC4_MOUSE Mus Chloride 21.529085 NaN S4;S132;S167;5236;T244 [37453647;37507081 MALSMPLNGLKEEDKEPLIELFVKA [True False 3.961 (3.142 [5.0 1.702 1.364 3.966 1.724
musculus |intracellular GSDGESIGNCPFSQRLFMILWLKGV
channel IVFSVITVDLKRKPADLQNLAPGTHP
protein 4 PFITFNSEVKTDVNKIEEFLEEVLCP

PKYLKLSPKHPESNTAGMDIFAKFS
IAYIKNSRPEANEALERGLLKTLQKLD
EYLNSPLPDEIDENSMEDIKFSTRRF
LDGDEMTLADCNLLPKLHIVKVVAK
KYRNFDIPKGMTGIWRYLTNAYSRD
EFTNTCPSDKEVEIAYSDVAKRLTK




