
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

0

Q9QYC0 ADDA_MOUSE Mus
musculus

Alpha-
adducin

51.748808 T11;T16;T17;S415;S532;T540;S542;
S557;T558;T559

S12;S59;S64;T331;S334;S353;S355;
T358;S364;S366;S408;S427;T429;S
431;S436;T445;S464;S465;T480;S4
81;S586;S600;S605;T610;S613;T61
4;S705;S708;S712;S714;S724;S600;
S605;T610;S613;T614

22517741;22645316;33300544;408
85482;35822049;40021952;346785
16;39627609

MNGDTRAAVVTSPPPTTAPHKERYF
DRVDENNPEYLRERNMAPDLRQDF
NMMEQKKRVSMILQSPAFCEELES
MIQEQFKKGKNPTGLLALQQIADFM
TASVPNVYPAAPQGGMAALNMSLG
MVTPVNDLRGSDSIAYDKGEKLLRC
KLAAFYRLADLFGWSQLIYNHITTRV
NSEQEHFLIVPFGLLYSEVTASSLVK
VNLQGDIVDRGSTNLGVNQAGFTLH
SAVYAARPDAKCIVHIHTPAGAAVSA
MKCGLLPISPEALSLGDVAYHDYHGI
LVDEEEKILIQKNLGPKSKVLILRNH
GLVSVGESVEEAFYYIHNLVVACEIQ
VRTLASAGGPDNLVLLDPGKYKAKS
RSPGTPAGEGSGSPPKWQIGEQEFE
ALMRMLDNLGYRTGYPYRYPALRER
SKKYSDVEVPASVTGHSFASDGDSG
TCSPLRHSFQKQQREKTRWLHSGR
GDDASEEGQNGSSPKSKTKWTKED
GHRTSTSAVPNLFVPLNTNPKEVQE
MRNKIREQNLQDIKTAGPQSQVLCG
VMMDRSLVQGELVTASKAIIEKEYQ
PHVIVSTTGPNPFNTLTDRELEEYRR
EVERKQKGSEENLDETREQKEKSPP
DQSAVPNTPPSTPVKLEEDLPQEPTS
RDDSDATTFKPTPPDLSPDEPSEALA
FPAVEEEAHASPDPTQPPAEADPEPA
SAPTPGAEEVASPATEEGSPMDPGS
DGSPGKSPSKKKKKFRTPSFLKKSK
KKSDS

False True 3.134 3.883 1.439 1.417


