endoplasmic |golgi plasma lextracellular

UniprotKB Entry name |organism [full name |oglcnacscore o‘glcnac P h osphorylation PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion N .
ID sites sites reticulum apparatus i membrane region
Q9QYC7 IVKGC_MOUSE [Mus Vitamin K- |37.624783 NaN NaN 40997131;37453647 MAVHRGSALVAPASDKVQKNKSAQ |False True 1.311 |1.595 1.396 5.0 1.288 1.347 1.676
musculus |dependent TSGLKQGSRMEKILGFEWTDLSSW
gamma- QSVVTLLNKPTDPANLAVFRFLFAFL
carboxylase MLLDIPQERGLSSLDRKYLDGLDVC

RFPLLDALRPLPLDWMYLVYTIMFL
GALGMMLGLCYRLSCVLFLLPYWYV
FLLDKTSWNNHSYLYGLLAFQLTFM
DANHYWSVDGLLNARKKNAHVPLW
NYTVLRGQIFIVYFIAGVKKLDADWV
GGYSMEHLSRHWLFSPFKLVLSEEL
TSLLVVHWCGLLLDLSAGFLLFFDA
SRPVGLFFVSYFHCMNSQLFSIGMF
PYVMLASSPLFCSAEWPRKLVARCP
KRLQELLPTKAAPRPSASCVYKRSRG
KAGPKPGLRHQLGAIFTLLYLLEQLF
LPYSHFLTQGYNNWTNGLYGYSWD
MMVHSRSHQHVKITYRDGLTGELG
YLNPGVFTQSRRWKDHADMLKQYA
TCLSLLLPKYNVTEPQIYFDIWVSIN
DRFQQRLFDPRVDIVQAVWSPFQRT
PWVQPLLMDLSPWRTKLQDIKSSLD
NHTEVVFIADFPGLHLENFVSEDLG
NTSIQLLQGEVTVELVAEQKNQTLQ
EGEKMQLPAGEYHKVYTVSSSPSCY
MYVYVNTTEVALEQDLAYLQELKEK
VENGSETGPLPPELQPLLEGEVKGG
PEPTPLVQTFLRRQRKLQEIERRRNS
PFHERFLRFVLRKLYVFRRSFLMTRI
SLRNLLLGRPSLEQLAQEVTYANLR
PFEPVDESSASNTDSSNHPSEPDSE
HVHSEF




