}Jl;l iprotKB Entry name organism full loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasnia
name sites reticulum pparatus ar
Q9QYE6 GOGA5_MOUSE [Mus Golgin  |45.626488 S150;S153;S158(S116 22645316;40885482;40021952;368 |MSWFADLAGRAEDLLNRVDQGAAT |False True 2.165 [2.832 [1.771 1.687 5.0 1.732
musculus |subfamily 52467 IALRKENTSNIFYSKNTDYPELQQQN
A TDSNYQTGQKANYISSAADNIRHQK
member IATILAGTANVKVGSRTVGDATHPTE
5 HASAPRPSSQFVRRKKSEPDDELLF

DFLNSSQKEPTGRVEVKKEKGRAPV
SPSSPSGVSSVNTSVTTTKAMGGNA
GSQSPGVNSSDSVPEVHKEPSEEST
APSATSEEHSSTPSDGSSRSQELSNL
RLENQLLRNEVQSLNQEMASLLQR
SKETQEELNKARVRVEKWNVDNSK
SDRITRELRAQVDDLTEAVAAKDSQL
AVLKVRLQEADQVLSSRTEALEALRS
EKSRIMQDHKEGSSLQNQALQTLQE
RLHEADATLKREQESYKQMQSEFAA
RLNKMEVDRQNLAEAVTLAERKYSE
EKKKVDELQQQVKLHRASLESAKQE
LVDYKQKATRILQSKEKLINSLKEGS
SFEGLESSTASSMELEELRHEKEMQ
KEEIQKLMGQMHQLRSELQDMEAQ
QVSEAESAREQLQDLQDQIAKQRTS
KQELETELERMKQEFRYMEEDLHR
TKNTLQSRIKDREEEIQKLRNQLTN
KTLSNSSQSELESRLHQLTETLIQKQ
TMLESLSTEKNSLVFQLERLEQQVH
SASSGPNSGSAINMSGVDSGEGTRL
RNVPVLFNDTETNLAGMYGKVRKA
ASSIDQFSIRLGIFLRRYPIARVFVITY
MALLHLWVMIVLLTYSPEMHHDQP
YGK




