UniprotKB Entry name organism |full name |(oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extn:acel.
ID sites sites reticulum |apparatus membrane region
Q9QYH6 |[MAGD1_MOUSE Mus Melanoma-(39.354984 T294 NaN 34887587;35822049;40885482 MAQKPDGGAGLRGFQAEASVEDSA (True False 4.496 |5.0 1.421 1.667 1.36 3.615 1.715
musculus |associated LLVQTLMEAIQISEAPPTSQATAAAS
antigen D1 GPNASPQSSQPPTANEKADTEVSAA

IAARPKTGFKAQNATTKGPNDYSQAR
NAKEMPKNQSKAAFKSQNGTPKGP
HAASDFSQAAPTGKSAKKSEMAFKG
QNSTKAGPGTTYNFPQSPSANEMT
NNQPKTAKAWNDTTKVPGADAQTQ
NVNQAKMADVGTSAGISEADGAAA
QTSADGSQTQNVESRTIIRGKRTRKV
NNLNVEENNSGDQRRASLASGNW
RSAPVPVTTQQNPPGAPPNVVWQTP
LAWQNPSGWQNQTARQTPPAARQS
PPARQTPSAWQNPVAWQNPVIWPN
PVIWQNPVIWPNPIVWPGPIVWPNP
MAWQSTPGWQSPPSWQAPPSWQS
PQDWQGPPDWQVPPDWSMPPDWS
FPSDWPFPPDWIPADWPIPPDWQNL
RPSPNLRSSSNSRASQNQGPPQPRD
VALLQERANKLVKYLMLKDYTKVPIK
RSEMLRDIIREYTDVYPEIIERACFVL
EKKFGIQLKEIDKEEHLYILISTPESL
IAGILGTTKDTPKLGLLLVILGIIFMNG
NRATEAVLWEALRKMGLRPGVRHP
LLGDLRKLLTYEFVKQKYLDYRRVP
NSNPPEYEFLWGLRSYHETSKMKVL
RFIAEVQKRDPRDWTAQFMEAADEA
LDALDAAAAEAEARAEARNRMGIGD
EAVSGPWSWDDIEFELLTWDEEGD
FGDPWSRIPFTFWARYHQNARSRFP
QAFTGPIIGPSGTATANFAANFGAIG
FFWVE




