}Jl;l iprotKB Entry name |organism [full name [oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma
sites reticulum apparatus membrane
Q9QYS9 QKI_MOUSE Mus KH 37.765951 S211;S217;T221(S188 40885482;36852467;36288343;400 [MVGEMETKEKPKPTPDYLMQLMND [True False 4.117 |5.0 1.85 1.615 1.047 1.691
musculus |domain- 21952;40997131 KKLMSSLPNFCGIFNHLERLLDEEIS

containing RVRKDMYNDTLNGSTEKRSAELPDA

RNA- IVGPIVQLQEKLYVPVKEYPDFNFVGR

binding ILGPRGLTAKQLEAETGCKIMVRGK

protein GSMRDKKKEEQNRGKPNWEHLNE

QKI DLHVLITVEDAQNRAEIKLKRAVEEV

KKLLVPAAEGEDSLKKMQLMELAIL
NGTYRDANIKSPALAFSLAATAQAAP
RIITGPAPVLPPAALRTPTPAGPTIMP
LIRQIQTAVMPNGTPHPTAAIVPPGP
EAGLIYTPYEYPYTLAPATSILEYPIEP
SGVLGAVATKVRRHDMRVHPYQRIV
TADRAATGN




