:J];l iprotKB Entry name |organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
Q9QZD9  |EIF3I MOUSE Mus Eukaryotic|23.627151 NaN T219;T308 37453647 MKPILLQGHERSITQIKYNREGDLLF [False False 3.039 [2.751 1.289 1.152 0.676 0.991 1.077
musculus [translation TVAKDPIVNVWYSVNGERLGTYMG
initiation HTGAVWCVDADWDTKHVLTGSADN
factor 3 SCRLWDCETGKQLALLKTNSAVRTC
subunit I GFDFGGNIIMFSTDKQMGYQCFVSF

FDLRDPSQIDSNEPYMKIPCNDSKIT
SAVWGPLGECVIAGHESGELNQYSA
KSGEVLVNVKEHSRQINDIQLSRDM
TMFVTASKDNTAKLFDSTTLEHQKT
FRTERPVNSAALSPNYDHVVLGGGQ
EAMDVTTTSTRIGKFEARFFHLAFEE
EFGRVKGHFGPINSVAFHPDGKSYS
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