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D Entry name organism [full name |oglcnacscore [oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion ;(:tlil::ulum g;:g;r
Q9QZS8 SH2D3_MOUSE [Mus SH2 51.794464 S391;S400;5403;5430(S22;T273;T278;S354;S435;T787 |22517741;22645316;40885482 MTEMPKKTGRKFKFFKFKGLGSLS  [True False 4.124 |2.907 |2.778 2.277 1.888
musculus |[domain- NLPRSFSLRRSSASASIRSCPEPDTF
containing EATQDDMVTLPKSPPAYARSSDMYS
protein HMGTMPRPNIKKAQKQQAVQKAQE
3C IVSRESHLVSRRLPEPPDLEAAKEAG

EGTEALLEDTAPSAVEVDPMRELED
LTVDTEKEQVPGDVSPERTAAELEA
IAGDYVKFSKEKYILDSSPEKLHKELE
EELKLSSTDLRSHAWYHGRIPREVS
ETLVQRNGDFLIRDSLTSLGDYVLTC
RWHNQALHFKINKVVVKAGESYTHI
RYLFEQESFDHVPALVRYHVGSRKA
VSEQSGAITYCPVNRTFPLRYLEASY
GLSQGSSKTASPASPSGSKGSHMKR
RSITMTDGLTTDKVTRSDGCPNSTS
LPHPRDSIRNCALSMDQIPDLHSPLS
PISESPSSPAYSTVTRVHAPSATPSTS
IAQPASPVARRSSEPQLCPGNTPKPP
GESDRAPHASPSHTLCKASPSPSLSS
'YSDPDSGHYCQLQPPVRGSREQAAG
ETPRKARGSGERQKELLENGVSDGE
WGKTFTVPVVEATSSFNLATFQSQLI
PKENRPLEVALLRKVKELLSEVDART
LARHVTKVDCLVARILGVTKEMQTL
MGVRWGMELLTLPHGRQLRLDLLE
RFHTMSIMLAVDILGCTGSAEERAA
LLHKTIQLAAELRGTMGNMFSFAAV
MGALEMAQISRLEQTWMTLRQRHT
EGAILYEKKLKPFLKSLNEGKEGPPL
SNTTFPHVLPFITLLECDSAPAEGPE
PWGSTEHGVEVVLAHLEAARTVAH
HGGLYHTNAEVKLQGFQARPELLEV
FSTEFQMRLLWGSQGANSSQAWRY
EKFDKVLTALSHKLEPAIRSSEL




