UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl."acellular
ID name sites sites reticulum apparatus membrane region
Q9R014 CAT] MOUSE |Mus Cathepsin|36.83566 T74;T84 [NaN 40885482 | MTPTVLLLILCFGVASGAQAHDPKL (False False 0.774 10.867 |0.608 0.188 False 0.718 2.925

musculus
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DAEWKDWKTKYAKSYSPKEEALRRA
VWEENMRMIKLHNKENSLGKNNF
TMKMNKFGDQTSEEFRKSIDNIPIP
AAMTDPHAQNHVSIGLPDYKDWRE
EGYVTPVRNQGKCGSCWAFAAAGAI
EGQMFWKTGNLTPLSVQNLLDCSK
TVGNKGCQSGTAHQAFEYVLKNKG
LEAEATYPYEGKDGPCRYRSENASA
NITDYVNLPPNELYLWVAVASIGPVS
AAIDASHDSFRFYNGGIYYEPNCSSY
FVNHAVLVVGYGSEGDVKDGNNYW
LIKNSWGEEWGMNGYMQIAKDHN
NHCGIASLASYPNIF




