UniprotKB Entry name |organism [full name |oglcnacscore o'glcnac p.h osphorylation PMIDS [sequence intracellular [extracellular (cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extr.acellular
1D sites sites reticulum apparatus membrane [region
Q9R099 TBL2 MOUSE Mus Transducin|23.627151 NaN T428 37453647 MELPQMPELMGLSLLVGLLALVATA [None None None [None None None None None None
musculus |[beta-like AVARGWLRAEEKPSQPVCQKENEPK
protein 2 KSGSKKQKQNQRVRKEKPQQHSFT

HPLLAAALKSHSGNISCMDFSSNGK
YLATCADDRTVRIWSTKDFLQREHR
SMRANVELDHATLVRFSPDCRAFIV
WLANGDTLRVFKMTKREDGGFTFT
ATPEDFPKKHKAPIINIGIADTGKFIM
TASSDTTVLIWNLKGQVLSTINTNQ
MNNSHAVISPCSRFVGSCGFTPDVK
VWEVCFGKKGEFQEVLRAFELKGH
SASVHSFAFSNDSRRMASVSKDGT
WKLWDTDVEYKKQQDPYLLRTGRF
EEASTMPCRLALSPDTHVLALATGT
NIHLFNTRRGEKEEYFECVHGECIA
DLTFDITGRFLASCGDRAVRLFHNT
PGHRAVVEEMQSLLKRASSESTRQR
LQQQLTQAQEALKSLGALKK




