
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q9R0G7 ZEB2_MOUSE Mus
musculus

Zinc
finger	E-
box-
binding
homeobox
2

37.816643 NaN S142;S356;S360;S364;S647;S731;S
780;T782;S784;S1122;S1124;S1203

22645316;39627609 MKQPIMADGPRCKRRKQANPRRKN
VVNYDNVVDAGSETDEEDKLHIAED
DSLANPLDQDTSPASMPNHESSPH
MSQGLLPREEEEEELRESVVEHSW
HSGEILQASVAGPEEMKEDYDAMGP
EATIQTTINNGTVKNANCTSDFEEYF
AKRKLEERDGHAVSIEEYLQRSDTAI
IYPEAPEELSRLGTPEANGQEENDLP
PGTPDAFAQLLTCPYCDRGYKRLTSL
KEHIKYRHEKNEENFSCPLCSYTFA
YRTQLERHMVTHKPGTDQHQMLTQ
GAGNRKFKCTECGKAFKYKHHLKE
HLRIHSGEKPYECPNCKKRFSHSGS
YSSHISSKKCIGLISVNGRMRNNIKT
GSSPNSVSSSPTNSAITQLRNKLEN
GKPLSMSEQTGLLKIKTEPLDFNDY
KVLMATHGFSGSSPFMNGGLGATS
PLGVHPSAQSPMQHLGVGMEAPLL
GFPTMNSNLSEVQKVLQIVDNTVSR
QKMDCKTEDISKLKGYHMKDPCSQ
PEEQGVTSPNIPPVGLPVVSHNGAT
KSIIDYTLEKVNEAKACLQSLTTDSR
RQISNIKKEKLRTLIDLVTDDKMIEN
HSISTPFSCQFCKESFPGPIPLHQHE
RYLCKMNEEIKAVLQPHENIVPNKA
GVFVDNKALLLSSVLSEKGLTSPINP
YKDHMSVLKAYYAMNMEPNSDELL
KISIAVGLPQEFVKEWFEQRKVYQYS
NSRSPSLERTSKPLAPNSNPTTKDSL
LPRSPVKPMDSITSPSIAELHNSVTS
CDPPLRLTKSSHFTNIKAVDKLDHS
RSNTPSPLNLSSTSSKNSHSSSYTPN
SFSSEELQAEPLDLSLPKQMREPKGI
IATKNKTKATSINLDHNSVSSSSENS
DEPLNLTFIKKEFSNSNNLDNKSNN
PVFGMNPFSAKPLYTPLPPQSAFPPA
TFMPPVQTSIPGLRPYPGLDQMSFLP
HMAYTYPTGAATFADMQQRRKYQR
KQGFQGDLLDGAQDYMSGLDDMTD
SDSCLSRKKIKKTESGMYACDLCDK
TFQKSSSLLRHKYEHTGKRPHQCQI
CKKAFKHKHHLIEHSRLHSGEKPYQ
CDKCGKRFSHSGSYSQHMNHRYSY
CKREAEEREAAEREAREKGHLEPTE
LLMNRAYLQSITPQGYSDSEERESM
PRDGESEKEHEKEGEEGYGKLRRRD
GDEEEEEEEEESENKSMDTDPETIR
DEEETGDHSMDDSSEDGKMETKSD
HEEDNMEDGME

True False 3.827 4.83 2.216 1.827 1.343 2.413 2.503


