}JI;I iprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en@oplasmlc golgi plasma eth:acellular
sites sites reticulum |apparatus membrane region
Q9ROHO IACOX1_MOUSE [Mus Peroxisomal|25.335405 NaN S26;5649 37453647;36288343 |MNPDLRKERAAATFNPELITHILDG (True False 4.672 (3.223  |4.595 2.259 1.275 2.124 2.458
musculus |acyl- SPENTRRRREIENLILNDPDFQHED
coenzyme A 'YNFLTRSQRYEVAVKKSATMVKKMR
oxidase 1 EFGIADPEEIMWFKKLHMVNFVEPV

GLNYSMFIPTLLNQGTTAQQEKWM
HPSQELQIIGTYAQTEMGHGTHLRG
LETTATYDPKTQEFILNSPTVTSIKW
WPGGLGKTSNHAIVLAQLITRGECY
GLHAFVVPIREIGTHKPLPGITVGDIG
PKFGYEEMDNGYLKMDNYRIPREN
MLMKYAQVKPDGTYVKPLSNKLTYG
TMVFVRSFLVGSAAQSLSKACTIAIR
'YSAVRRQSEIKRSEPEPQILDFQTQQ
YKLFPLLATAYAFHFLGRYIKETYMR
INESIGQGDLSELPELHALTAGLKAF
TTWTANAGIEECRMACGGHGYSHS
SGIPNIYVTFTPACTFEGENTVMML
QTARFLMKIYDQVQSGKLVGGMVSY
LNDLPSQRIQPQQVAVWPTLVDINS
LDSLTEAYKLRAARLVEIAAKNLQAQ
VSHRKSKEVAWNLTSVDLVRASEAH
CHYVTVKVFADKLPKIQDRAVQAVL
RNLCLLYSLYGISQKGGDFLEGNIIT
GAQMSQVNSRILELLTVTRPNAVAL
'VDAFDFKDVTLGSVLGRYDGNVYEN
LFEWAKKSPLNKTEVHESYYKHLKP
LQSKL




