}J];l iprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extlfacellular
name sites sites reticulum apparatus membrane region
QIROP6 SC11A_MOUSE Mus Signal 25.685855 NaN NaN 39627609 MLSLDFLDDVRRMNKRQLYYQVLN [False True 2.065 [1.039 [2.017 4.442 1.032 1.446 1.432
musculus |peptidase FGMIVSSALMIWKGLMVITGSESPIV
complex IVVLSGSMEPAFHRGDLLFLTNRVED
catalytic PIRVGEIVVFRIEGREIPIVHRVLKIHE
subunit KQDGHIKFLTKGDNNAVDDRGLYK
SEC11A QGQHWLEKKDVVGRARGFVPYIGIV
TILMNDYPKFKYAVLFLLGLFVLVHR
E




