}J];l iprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en('loplasmlc golgi plasma extl.‘acellular
mame sites sites reticulum apparatus membrane [region
Q9R0Q9 MPU1_MOUSE Mus Mannose- [23.627151 NaN NaN 37453647 MAGEADGRFKGLLVPILLPEKCYDQ |None None None [None None None None None None
musculus (P-dolichol LFVQWDLLHVPCLKILLSKGLGLGIV
utilization IAGSLLVKLPQVFKLLGAKSAEGLSLQ
defect 1 SVMLELVALTGTVVYSITNNFPFSS
protein WGEALFLTLQTVAICFLVMHYRGET

IVKGVAFLACYAMVLLALLSPLTPLAV
IVTLLQASNVPAVVVGKLLQAATNYR

NGHTGQLSAITVFMLFGGSLARIFTS
IVQETGDPLMAGVFVVSSLCNGLIAA

QVLFYWNAKAPHKQKKEQ




