}Jl;l iprotKB Entry name organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus imitochndrion | . ic|golgi !
name sites reticulum |apparatus m
Q9R0Z9 RHG07_MOUSE Mus Rho 47.296502 S107;S159;S161;S174 [S86;S89;S129;S322 [22517741;34418053;40885482;368 [MCRDEPDTMILTQIEAKEACDWLRV [True False 3.917 [4.195 [1.182 0.986 False
musculus |GTPase- 52467 TGFPQYAQLYEDLLFPVDIALVKREH
activating DFLDRDAIEALCRRLNTLNKCAVMK
protein 7 LEISPHRKRSEDSDEDEPCAISGKWT

FQRDSKRWSRLEEFDVFFPKQDPIP
GSPDNSRLQSATSHESMLTDLSEHQ
EVASVRSLSSTSSSVPTHAAHSGDAT
TPRTNSVISVCSSGHFVGNDDSFSSL
PSPKELSSFSFSMKGHHEKNTKSKT
RSLLKRMESLKLKGSHHSKHKAPSK
LGLIISAPILQEGMDEAKLKQLNCVE
ISALNGNHINVPMVRKRSVSNSTQT
SSSSSQSETSSAVSTPSPVTRTRSLS
TCNKRVGMYLEGFDPFSQSTLNNVT
EQNYKNRESYPEDTVFYIPEDHKPG
TFPKALSHGSFCPSGNSSVNWRTGS
FHGPGHLSLRRENSHDSPKELKRR
NSSSSLSSRLSIYDNVPGSILYSSSGE
LADLENEDIFPELDDILYHVKGMQRI
'VNQWSEKFSDEGDSDSALDSVSPCP
SSPKQIHLDVDHDRRTPSDLDSTGN
SLNEPEEPTDIPERRDSGVGASLTRC
NRHRLRWHSFQSSHRPSLNSVSLQI
NCQSVAQMNLLQKYSLLKLTALLEK
'YTPSNKHGFSWAVPKFMKRIKVPDY
KDRSVFGVPLTVNVQRSGQPLPQSI
QQAMRYLRNHCLDQVGLFRKSGVK
SRIQALRQMNESAEDNVNYEGQSAY
DVADMLKQYFRDLPEPLMTNKLSET
FLQIYQYVPKDQRLQATIKAAIMLLPD
ENREVLQTLLYFLSDVTAAVKENQM
TPTNLAVCLAPSLFHLNTLKRENSSP
RVMQRKQSLGKPDQKDLNENLAAT
QGLAHMIAECKKLFQVPEEMSRCR
NSYTEQELKPLTLEALGHLNSDQPA
DYRHFLQDCVDGLFKEVKEKFKGW
VSYPTSEQADLSYKKVSEGPPLRLW
RSTIEVPAAPEEILKRLLKEQHLWDV
DLLDSKVIEILDSQTEIYQYVQNSMA
PHPARDYVVLRTWRTNLPRGACALL
LTSVDHDRAPVAGVRVNVLLSRYLIE
PCGSGKSKLTYMCRADLRGHMPEW
'YSKSFGHLCAAEVVKIRDSFSNQNT
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