}Jl;l iprotKB Entry name |organism [full name |oglcnacscore o.glcnac phosphorylation sites |PMIDS sequence intracellular |extracellular [cytosol [nucleus [mitochndrion | . .. ic|golgi plasma ext
sites reticulum apparatus membrane [re¢
Q9R190 MTA2_MOUSE [Mus Metastasis-|31.848209 NaN S52;554;5433;5435;T534 |29187734;39627609;34887587 MAANMYRVGDYVYFENSSSNPYLV (True False 1.547 5.0 False False False False Fal
musculus |associated RRIEELNKTANGNVEAKVVCLFRRR
protein DISSSLNSLADSNAREFEEESKQPG
MTA2 VSEQQRHQLKHRELFLSRQFESLPA

THIRGKCSVTLLNETDILNQYLDKED
CFFYSLVFDPVQKTLLADQGEIRVGC
KFQAEIPDRLAEGESDNRNQQKME
MKVWDPDNPLTDRQIDQFLVVARA
VGTFARALDCSSSIRQPSLHMSAAA
ASRDITLFHAMDTLQRNGYDLAKAM
STLVPQGGPVLCRDEMEEWSASEA
MLFEEALEKYGKDFNDIRQDFLPWK
SLASIVQFYYMWKTTDRYIQQKRLKA
AEADSKLKQVYIPTYTKPNPNQIISVG
SKPGMNGAGFQKGLTCESCHTTQS
AQWYAWGPPNMQCRLCASCWIYW
KKYGGLKTPTQLEGAARGTTEPHSR
GHLSRPEAQSLSPYTTSANRAKLLAK
NRQTFLLQTTKLTRLARRMCRDLLQ
PRRAARRPYAPINANAIKAECSIRLPK
AAKTPLKIHPLVRLPLATIVKDLVAQA
PLKPKTPRGTKTPINRNQLTQNRGL
GGIMVKRSYETMAGAGVPFSANGRP
LASGIRSSSQPAAKRQKLNPADAPNP
VVFVATKDTRALRKALTHLEMRRAA
RRPNLPLKVKPTLMTVRPPVPLPASS
HPASTNEPIVLED




