UniprotKB

Entry name |organism [full name oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular (cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites reticulum |apparatus membrane [region
Q9R194 CRY2_MOUSE [Mus Cryptochrome- 25.775171 NaN S89;5265;5298;5553;5557 34678516 MAAAAVVAATVPAQSMGADGASSV  [True False 4.491 |[5.0 5.0 2.059 1.232 2.456 3.618
musculus |2 HWFRKGLRLHDNPALLAAVRGARC

'VRCVYILDPWFAASSSVGINRWRFLL
QSLEDLDTSLRKLNSRLFVVRGQPA
DVFPRLFKEWGVTRLTFEYDSEPFG
KERDAAIMKMAKEAGVEVVTENSH
TLYDLDRIIELNGQKPPLTYKRFQALI
SRMELPKKPAVAVSSQQMESCRAEI
QENHDDTYGVPSLEELGFPTEGLGP
AVWQGGETEALARLDKHLERKAWV
ANYERPRMNANSLLASPTGLSPYLR
FGCLSCRLFYYRLWDLYKKVKRNST
PPLSLFGQLLWREFFYTAATNNPRF
DRMEGNPICIQIPWDRNPEALAKWA
EGKTGFPWIDAIMTQLRQEGWIHHL
ARHAVACFLTRGDLWVSWESGVRV
FDELLLDADFSVNAGSWMWLSCSA
FFQQFFHCYCPVGFGRRTDPSGDYI
RRYLPKLKGFPSRYIYEPWNAPESVQ
KAAKCIIGVDYPRPIVNHAETSRLNIE
RMKQIYQQLSRYRGLCLLASVPSCV
EDLSHPVAEPGSSQAGSISNTGPRAL
SSGPASPKRKLEAAEEPPGEELTKRA
RVTEMPTQEPASKDS




