UniprotKB Entry name |organism full oglcnacscore °g lenac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl"acellular
1D name sites sites reticulum apparatus membrane region
QI9R1A8 COP1_MOUSE |Mus E3 38.223321 NaN NaN 40997131 MSGSRQAGSGSAGTSPGSSAASSVT (True False 2.423 |4.409 1.48 1.362 2.938 1.365 1.175
musculus [ubiquitin- SASSSLSSSPSPPSVAASAATLVSGG
protein VAPAAGSGGLGGPGRPVLVAAAVSG
ligase SASAGGAVSAGQSRLSCAARPSAGV
COP1 GGSSSSLGSSSRKRPLLVPLCNGLL

NSYEDKSNDFVCPICFDMIEEAYMT
KCGHSFCYKCIHQSLEDNNRCPKC
NYVVDNIDHLYPNFLVNELILKQKQ
RFEEKRFKLDHSVSSTNGHRWQIFQ
DLLGTDQDNLDLANVNLMLELLVQ
KKKQLEAESHAAQLQILMEFLKVAR
RNKREQLEQIQKELSVLEEDIKRVEE
MSGLYSPVSEDSTVPQFEAPSPSHS
SIIDSTEYSQPPGFSGTSQTKKQPWY
NSTLASRRKRLTAHFEDLEQCYFST
RMSRISDDSRTASQLDEFQECLSKF
TRYNSVRPLATLSYASDLYNGSSIVS
SIEFDRDCDYFAIAGVTKKIKVYEYGT
VIQDAVDIHYPENEMTCNSKISCISW
SSYHKNLLASSDYEGTVILWDGFTG
QRSKVYQEHEKRCWSVDFNLMDPK
LLASGSDDAKVKLWSTNLDNSVASI
EAKANVCCVKFSPSSRYHLAFGCAD
HCVHYYDLRNTKQPIMVFKGHRKAV
SYAKFVSGEEIVSASTDSQLKLWNV
GKPYCLRSFKGHINEKNFVGLASNG
DYIACGSENNSLYLYYKGLSKTLLTF
KFDTVKSVLDKDRKEDDTNEFVSAV
CWRALSDGESNVLIAANSQGTIKVL
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