UniprotKB Entry name |organism [full name oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl"acellular

ID sites sites reticulum apparatus membrane region

Q9R1C6 DGKE_MOUSE Mus Diacylglycerol [24.474581 NaN NaN 33300544 MEGDQRSGPPAQSLLPDGHLVLWT |None None None |None None None None None None
musculus |kinase epsilon LCSVLLPVFITLWCSLQRSRRQLHRR

DIFRKSKHCWRDTDLFSHPTYCCVC
IAQHILQGAFCDCCGLRVDEGCLKKV
DKRFPCKEIMLKNDKAADAMPHHW
IRGNVPLCSYCVFCRQQCGSQPKLC
DYRCIWCQKTVHDECMRGSLRSEK
CDFGEFRNLIIPPSYLTSINQMRKDK
NTNYEGLASKFGKQWTPLIILANSRS
GTNMGEGLLGEFKILLNPVQVFDVT
KTPPIKALQLCTLLPYYSVRVLVCGG
DGTVGWVLDAIDEMKIKGQEKYIPE
IVAVLPLGTGNDLSNTLGWGTGYAGE
IPVAQVLRNVMEADGIKLDRWKVQV
TNKGYYNLRKPKEFTMNNYFSVGP
DALMALNFHAHREKAPSLFSSRILN
KAVYLFYGTKDCLVQECKDLNKKIEL
ELDGERVELPNLEGIIVLNIGYWGGG
CRLWEGMGDETYPLARHDDGLLEIV
GVYGSFHCAQIQVKLANPFRIGQAH
TVRLTLKCSMMPMQVDGEPWAQGP
CTVTITHKTHALMLYFSGEQSDDDIS
SPSDHEDVKEAE




