}Jl;l iprotKB Entry name |organism [full name [oglcnacscore o.glcnac phosp ylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion wen(.ioplasmlc golgi
sites reticulum apparatut
QI9R1C7 PR40A_MOUSE [Mus Pre- 47.165956 NaN S34;S151;T341;T369;S719;S783;S8 |22645316;34887587;28528544;396 |MRPGTGAERGGLMVSEMESQPPSR [True False 2.051 [5.0 0.558 0.6 False
musculus |mRNA- 79;5S881;5884;T928;5929;5931;S93 |27609;40997131 GPGDGERRLSGSNLCSSSWVSADGF
processing 4 LRRRPSMGHPGMHYAPMGMHPMG
factor 40 QRANMPPVPHGMMPQMMPPMGG
homolog A PPMGQMPGMMSSVMSGMMMSH

MSQASMQPALPPGVNSMDVAAGAA
SGAKSMWTEHKSPDGRTYYYNTETK
QSTWEKPDDLKTPAEQLLSKCPWKE
'YKSDSGKPYYYNSQTKESRWAKPKE
LEDLEGYQNTIVAGGLITKSNLHAMI
KAEESSKQEECTTASTAPVPTTEIPTT
MSTMAAAEAAAAVVAAAAAAAAAAN
ANTSTTPTNTVGSVPVAPEPEVTSIV
ATAVDNENTVTVSTEEQAQLANTTA
IQDLSGDISSNTGEEPAKQETVSDET
PKKEEEESQPAKKTYTWNTKEEAKQ
AFKELLKEKRVPSNASWEQAMKMII
NDPRYSALAKLSEKKQAFNAYKVQT
EKEEKEEARSKYKEAKESFQRFLEN
HEKMTSTTRYKKAEQMFGEMEVW
NAISERDRLEIYEDVLFFLSKKEKEQ
AKQLRKRNWEALKNILDNMANVTY
STTWSEAQQYLMDNPTFAEDEELQ
NMDKEDALICFEEHIRALEKEEEEE
KQKTLLRERRRQRKNRESFQIFLDE
LHEHGQLHSMSSWMELYPTISSDIR
FTNMLGQPGSTALDLFKFYVEDLKA
RYHDEKKIIKDILKDKGFVVEVNTTF
EDFVAIISSTKRSTTLDAGNIKLAFNS
LLEKAEAREREREKEEARKMKRKES
IAFKSMLKQATPPIELDAVWEDIRERF
VKEPAFEDITLESERKRIFKDFMHVL
EHECQHHHSKNKKHSKKSKKHHR
KRSRSRSGSESDDDDSHSKKKRQRS
ESHSASERSSSAESERSYKKSKKHK
KKSKKRRHKSDSPESDTEREKDKKE
KDRDSEKDRSRQRSESKHKSPKKKT
GKDSGNWDTSGSELSEGELEKRRR
TLLEQLDDDQ




