UniprotKB Entry name organism full oglcnacscore oglcnac sites  |phosphorylation sites PMIDS |[sequence intracellular [extracellular|cytosol nucleus mitochndrion em!oplasmlc ’ﬁ
ID name reticulum |ap)
Q9R1EOQ FOXO1_MOUSE [Mus Forkhead |57.114771 T645;T646;S651 |T24;S209;S215;S231;S232;5246;S2 |24730386;40885482;36852467;251 |MAEAPQVVETDPDFEPLPRQRSCTW |True False 3.04 5.0 3.263 2.822 2.0
musculus [box 53;5284;5295;S316;5319;S322;S32 |53642;40021952;25142777;285285 |PLPRPEFNQSNSTTSSPAPSGGAAA
protein 6;T330 44;34678516;38191912;32783937;4 INPDAAASLASASAVSTDFMSNLSLL
01

0997131;25944660;28052965

EESEDFARAPGCVAVAAAAAASRGL
CGDFQGPEAGCVHPAPPQPPPTGPL
SQPPPVPPSAAAAAGPLAGQPRKTSS
SRRNAWGNLSYADLITKAIESSAEKR
LTLSQIYEWMVKSVPYFKDKGDSNS
SAGWKNSIRHNLSLHSKFIRVQNEG
TGKSSWWMLNPEGGKSGKSPRRRA
IASMDNNSKFAKSRGRAAKKKASLQ
SGQEGPGDSPGSQFSKWPASPGSHS
NDDFDNWSTFRPRTSSNASTISGRL
SPIMTEQDDLGDGDVHSLVYPPSAA
KMASTLPSLSEISNPENMENLLDNL
NLLSSPTSLTVSTQSSPGSMMQQTP
CYSFAPPNTSLNSPSPNYSKYTYGQS
SMSPLPQMPMQTLQDSKSSYGGLN
QYNCAPGLLKELLTSDSPPHNDIMS
PVDPGVAQPNSRVLGQNVMMGPNS
IVMPAYGSQASHNKMMNPSSHTHP
GHAQQTASVNGRTLPHVVNTMPHT
SAMNRLTPVKTPLQVPLSHPMQMS
IALGSYSSVSSCNGYGRMGVLHQEKL
PSDLDGMFIERLDCDMESIIRNDLM
DGDTLDFNFDNVLPNQSFPHSVKTT
THSWVSG




