UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular jextracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
QI9R1PO PSA4_MOUSE Mus Proteasome |22.380232 NaN S13;S75;S173 37507081 [MSRRYDSRTTIFSPEGRLYQVEYAM |[True False 4.29 4.422 2.555 1.837 0.776 1.025 1.111
musculus [subunit EAIGHAGTCLGILANDGVLLAAERR
alpha type- NIHKLLDEVFFSEKIYKLNEDMACS
4

'VAGITSDANVLTNELRLIAQRYLLQY
QEPIPCEQLVTALCDIKQAYTQFGGK
RPFGVSLLYIGWDKHYGFQLYQSDP
SGNYGGWKATCIGNNSAAAVSMLK
QDYKEGEMTLKSALALAVKVLNKTM
DVSKLSAEKVEIATLTRESGKTVIRVL
KQKEVEQLIKKHEEEEAKAEREKKE
KEQREKDK




