}JI;I iprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
QI9R1P4 PSA1_MOUSE Mus Proteasome |25.335405 NaN S110;S177 37453647;36288343 MFRNQYDNDVTVWSPQGRIHQIEY [True False 4.58 4.615 1.764 1.601 1.128 1.818 1.836
musculus |subunit IAMEAVKQGSATVGLKSKTHAVLVAL
alpha type- KRAQSELAAHQKKILHVDNHIGISIA
1 GLTADARLLCNFMRQECLDSRFVFD

RPLPVSRLVSLIGSKTQIPTQRYGRRP
YGVGLLIAGYDDMGPHIFQTCPSAN
YFDCRAMSIGARSQSARTYLERHMS
EFMECNLDELVKHGLRALRETLPAE
QDLTTKNVSIGIVGKDLEFTIYDDDD
IVSPFLDGLEERPQRKAQPSQAAEEP
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