endoplasmic [golgi plasma extracellular

UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion . .
ID sites sites reticulum apparatus membrane [region
Q9R1V4 IADA11_MOUSE Mus Disintegrin and |25.019509 S714 NaN 34418053 MRRLRRWAIAALLLLPLLPPPGLGAL [None None None [None None None None None None
musculus |metalloproteinase GPRGALHWRSSAHVGSPESPEGSEV
domain- TEPSRLVRQSSGGEVRKPQLDTRVR
containing QDPPRGTPVHLAQVSFVIPAFDSNFT
protein 11 LDLELNHHLLSSQYVERHFSREGTR

QHSTGAGDHCYYHGKLRGNPQSFA
ALSTCQGLHGVFSDGNLTYIVEPKEI
AGPWGPPQGPLPHLIYRTPLLPAPLG
CREPGCLFAVPAQSALPNWPKLRRK
RQVRRGHPTVHSETKYVELIVINDH
QLFEQMRQSVVLTSNFAKSVVNLAD
VIYKEQLNTRIVLVAMETWADGDKI
QVQDDLLETLARLMVYRREGLPEPS
DATHLFSGRTFQSTSSGAAYVGGICS
LSRGGGVNEYGNMGAMAVTLAQTL
GQNLGMMWNKHRSSAGDCKCPDI
WLGCIMEDTGFYLPRKFSRCSIDEY
NQFLQEGGGSCLFNKPLKLLDPPEC
GNGFVEAGEECDCGSVQECSRAGG
NCCKKCTLTHDAMCSDGLCCRRCK
YEPRGVSCREAVNECDIAETCTGDS
SQCPPNLHKLDGYYCDHEQGRCYG
GRCKTRDRQCQALWGHAAADRFCY
EKLNVEGTERGNCGRKGSGWVQCS
KQDVLCGFLLCVNISGAPRLGDLGG
DISSVTFYHQGKELDCRGGHVQLAD
GSDLSYVEDGTACGPNMLCLDHRC
LPASAFNFSTCPGSGERRICSHHGV
CSNEGKCICQPDWTGKDCSIHNPLP
TSPPTGETERYKGPSGTNIIIGSIAGA
VLVAAIVLGGTGWGFKNIRRGRSGG
A




