UniprotKB Entry name |organism full loglcnacscore oglcnac iphosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma eXtI:aCEIlu
ID name sites reticulum |apparatus membrane region
Q9R1X4 'TIM_MOUSE Mus Protein [28.379542 S1155 |S281;S1071;S1084;T1086;S1165|34418053;39627609 MDLYMMNCELLATCSALGYLEGGT |True False 2.691 [5.0 1.535 1.228 0.767 1.353 1.455
musculus [timeless 'YHKEPDCLESVKDLIRYLRHEDETR
homolog DVRQQLGAAQILQSDLLPILTQHRQ

DKPLFDAVIRLMVNLTQPALLCFGS
VPKDSSVRHHFLQVLTYLQAYKEAF
IASEKAFGVLSETLYELLQLGWEDRQ
EEDNLLIERILLLVRNILHVPANLEQ
EKSIDDDASIHDRLLWAIHLSGMDD
LLLFLSSSSAEQQWSLHVLEIISLMF
RDQTPEQLAGVGQGRLAQERSTDVA
ELEVLRQREMAEKRARALQRGNRH
SRFGGSYIVQGLKSIGEKDVVFHKGL
HNLQNYSSDLGKQPRRVPKRRQAA
QELSVHRRSVLNVRLFLRDFCSEFL
ENCYNPLMGAVKDHLLRERAQQHD
ETYYMWAMAFFMAFNRAATFRPGL
VSETLSIRTFHFVEQNLTNYYEMML
TDRKEAASWARRMHLALKAYQELL
IATVNEMDMCPDEAVRESSRIIKNNI
FYMMEYRELFLALFRKFDERYHPRS
FLRDLVETTHLFLKMLERFCRSRGN
LMVQNKRKKRKKKKKVQDQGVAFS
QSPGELEAMWPALAEQLLQCAQDP
ELSVDPVVPFDAASEVPVEEQRVEA
MVRIQDCLTAGQAPQALALLRSARE
VWPEGNAFGSPVISPGEEMQLLKQI
LSTPLPRQQEPEEGDAEEEEEEEEE
EELQVVQVSEKEFNFLEYLKRFASST
IVRAYVLLLRSYRQNSAHTNHCIAK
MLHRLAHGLGMEALLFQLSLFCLF
NRLLSDPAAAAYKELVTFAKYIIGKFF
IALAAVNQKAFVELLFWKNTAVVRE
MTQGYGSLDSGSSSHRAPLWSPEEE
IAQLQELYLAHKDVEGQDVVETILAH
LKVVPRTRKQVIHHLVRMGLADSVK
EFQKRKGTQIVLWTEDQELELQRLF
EEFRDSDDVLGQIMKNITAKRSRAR
VVDKLLALGLVSERRQLYKKRRKKL
IAPSCMQNGEKSPRDPWQEDPEEED
EHLPEDESEDEESEEGLPSGQGQGS
SSLSAENLGESLRQEGLSAPLLWLQ
SSLIRAANDREEDGCSQAIPLVPLTE
ENEEAMENEQFQHLLRKLGIRPPSS
GQETFWRIPAKLSSTQLRRVAASLSQ
QENEEEREEEPEPGVPGEQGPSEEH
RTEALRALLSARKRKAGLGPTEEEAT
GEEEWNSAPKKRQLLDSDEEEDDE

GRRQAVSGTPRVHRKKRFQIEDEDD




