}Il;l iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular (cytosol [nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane [region
Q9R226 KHDR3 MOUSE |Mus KH domain- |29.185005 NaN NaN 22645316 MEEKYLPELMAEKDSLDPSFTHALR |None None None |[None None None None None None
musculus |containing, LVNREIEKFQKGEGKEEEKYIDVVIN

RNA- KNMKLGQKVLIPVKQFPKFNFVGKL

binding, LGPRGNSLKRLQEETLTKMSILGKG

signal SMRDKAKEEELRKSGEAKYFHLND

transduction- DLHVLIEVFAPPAEAYARMGHALEEI

associated KKFLIPDYNDEIRQAQLQELTYLNGG

protein 3 SENADVPVVRGKSTLRTRGVTTPAIT

RGRGGVTARPVAVGVPRGTPTPRGV
LSTRGPVSRGRGLLTPRARGVPPTGY
RPPPPPPTQETYGEYDYDDGYGTAYD
EQSYDSYDNSYSTPAQSAADYYDYG
HGLSEDAYDSYGQEEWTNSRHKAP
SARTAKGVYRDQPYGRY




