
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9UBC5 MYO1A_HUMAN Homo
sapiens

Unconventional
myosin-Ia

22.903221 S257 NaN 38253038 MPLLEGSVGVEDLVLLEPLVEESLLK
NLQLRYENKEIYTYIGNVVISVNPYQ
QLPIYGPEFIAKYQDYTFYELKPHIYA
LANVAYQSLRDRDRDQCILITGESGS
GKTEASKLVMSYVAAVCGKGEQVNS
VKEQLLQSNPVLEAFGNAKTIRNNN
SSRFGKYMDIEFDFKGSPLGGVITNY
LLEKSRLVKQLKGERNFHIFYQLLAG
ADEQLLKALKLERDTTGYAYLNHEV
SRVDGMDDASSFRAVQSAMAVIGFS
EEEIRQVLEVTSMVLKLGNVLVADE
FQASGIPASGIRDGRGVREIGEMVGL
NSEEVERALCSRTMETAKEKVVTAL
NVMQAQYARDALAKNIYSRLFDWIV
NRINESIKVGIGEKKKVMGVLDIYGF
EILEDNSFEQFVINYCNEKLQQVFIE
MTLKEEQEEYKREGIPWTKVDYFDN
GIICKLIEHNQRGILAMLDEECLRPG
VVSDSTFLAKLNQLFSKHGHYESKV
TQNAQRQYDHTMGLSCFRICHYAG
KVTYNVTSFIDKNNDLLFRDLLQAM
WKAQHPLLRSLFPEGNPKQASLKRP
PTAGAQFKSSVAILMKNLYSKSPNYI
RCIKPNEHQQRGQFSSDLVATQARY
LGLLENVRVRRAGYAHRQGYGPFLE
RYRLLSRSTWPHWNGGDREGVEKV
LGELSMSSGELAFGKTKIFIRSPKTL
FYLEEQRRLRLQQLATLIQKIYRGWR
CRTHYQLMRKSQILISSWFRGNMQ
KKCYGKIKASVLLIQAFVRGWKARK
NYRKYFRSEAALTLADFIYKSMVQKF
LLGLKNNLPSTNVLDKTWPAAPYKC
LSTANQELQQLFYQWKCKRFRDQL
SPKQVEILREKLCASELFKGKKASYP
QSVPIPFCGDYIGLQGNPKLQKLKGG
EEGPVLMAEAVKKVNRGNGKTSSRI
LLLTKGHVILTDTKKSQAKIVIGLDN
VAGVSVTSLKDGLFSLHLSEMSSVG
SKGDFLLVSEHVIELLTKMYRAVLDA
TQRQLTVTVTEKFSVRFKENSVAVK
VVQGPAGGDNSKLRYKKKGSHCLEV
TVQ

None None None None None None None None None


