UniprotKB Entry name organism [full name [oglcnacscore qglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QI9UBI1 COMD3 HUMAN [Homo COMM 21.366884 NaN NaN 28510447 MELSESVQKGFQMLADPRSFDSNA (False False 1.338 [3.659 |0.851 0.561 0.933 1.094 4.141
sapiens |domain- FTLLLRAAFQSLLDAQADEAVLDHP
containing DLKHIDPVVLKHCHAAAATYILEAGK
protein 3 HRADKSTLSTYLEDCKFDRERIELFC

TEYQNNKNSLEILLGSIGRSLPHITD
VSWRLEYQIKTNQLHRMYRPAYLVT
LSVQNTDSPSYPEISFSCSMEQLQD

LVGKLKDASKSLERATQL




