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}J];l iprotkB Entry name organism [full name oglcnacscore qglcnac p.h osphorylation PMIDS sequence
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Q9UBL3 ASH2I, HUMAN |Homo Setl/Ash2 histone |16.162883 NaN S101;S316 20305658;21740066;34019948;233 [MAAAGAGPGQEAGAGPGPGAVANA

TGAEEGEMKPVAAGAAAPPGEGISA
APTVEPSSGEAEGGEANLVDVSGGL
ETESSNGKDTLEGAGDTSEVMDTQA
GSVDEENGRQLGEVELQCGICTKWF
TADTFGIDTSSCLPFMTNYSFHCNV
CHHSGNTYFLRKQANLKEMCLSAL
ANLTWQSRTQDEHPKTMFSKDKDII
PFIDKYWECMTTRQRPGKMTWPNN
IVKTMSKERDVFLVKEHPDPGSKDP
EEDYPKFGLLDQDLSNIGPAYDNQK
QSSAVSTSGNLNGGIAAGSSGKGRG
AKRKQQDGGTTGTTKKARSDPLFSA
QRLPPHGYPLEHPFNKDGYRYILAEP
DPHAPDPEKLELDCWAGKPIPGDLY
RACLYERVLLALHDRAPQLKISDDRL
TVVGEKGYSMVRASHGVRKGAWYF
EITVDEMPPDTAARLGWSQPLGNLQ
APLGYDKFSYSWRSKKGTKFHQSIG
KHYSSGYGQGDVLGFYINLPEDTET
AKSLPDTYKDKALIKFKSYLYFEEKD
FVDKAEKSLKQTPHSEIIFYKNGVNQ
GVAYKDIFEGVYFPAISLYKSCTVSIN
FGPCFKYPPKDLTYRPMSDMGWGA
VVEHTLADVLYHVETEVDGRRSPPW
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