UniprotKB Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion wen(.ioplasmlc golgi

ID sites sites reticulum apparatus

Q9UBQ7 |GRHPR_HUMAN [Homo Glyoxylate 18.755771 T122 S36;S272;T298  [34229054;40596516;36240223;386 [MRPVRLMKVFVTRRIPAEGRVALAR ([True False 4.186 [2.531 [4.39 0.979 False
sapiens |reductase/hydroxypyruvate 65916;40914422;34019948 AADCEVEQWDSDEPIPAKELERGVA

reductase
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