UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q9UBT7 CTNL1_HUMAN Homo /Alpha- [25.829053 NaN S374;S538 34105348 MAASPGPAGVGGAGAVYGSGSSGFA [True False 5.0 1.84 1.401 0.837 0.622 3.662 1.201

sapiens |catulin LDSGLEIKTRSVEQTLLPLVSQITTLI

NHKDNTKKSDKTLQAIQRVGQAVNL
IAVGRFVKVGEAIANENWDLKEEINI
ACIEAKQAGETIAALTDITNLNHLES
DGQITIFTDKTGVIKAARLLLSSVTKV
LLLADRVVIKQIITSRNKVLATMERL
EKVNSFQEFVQIFSQFGNEMVEFAH
LSGDRQNDLKDEKKKAKMAAARAV
LEKCTMMLLTASKTCLRHPNCESA
HKNKEGVFDRMKVALDKVIEIVTDC
KPNGETDISSISIFTGIKEFKMNIEAL
RENLYFQSKENLSVTLEVILERMED
FTDSAYTSHEHRERILELSTQARME
LQQLISVWIQAQSKKTKSIAEELELSI
LKISHSLNELKKELHSTATQLAADLL
KYHADHVVLKALKLTGVEGNLEALA
EYACKLSEQKEQLVETCRLLRHISGT
EPLEITCIHAEETFQVTGQQIISAAET
LTLHPSSKIAKENLDVFCEAWESQIS
DMSTLLREINDVFEGRRGEKYGYLS
LPKPMKNNANLKSLKPDKPDSEEQ
AKIAKLGLKLGLLTSDADCEIEKWED
QENEIVQYGRNMSSMAYSLYLFTRG
EGPLKTSQDLIHQLEVFAAEGLKLTS
SVQAFSKQLKDDDKLMLLLEINKLIP
LCHQLQTVTKTSLQNKVFLKVDKCI
TKTRSMMALLVQLLSLCYKLLKKLQ
MENNGWVSVTNKDTMDSKT




