}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_ac<
name sites sites reticulum |apparatus membrane [region
Q9UBU9 |NXF1_HUMAN [Homo Nuclear|20.302439 S62;5137(S9 30397120;33214551;30379171;313 [MADEGKSYSEHDDERVNFPQRKKK [True False 4.693 |5.0 1.676 1.516 1.074 1.46 1.272
sapiens |[RNA 73491;22121020;40596516;386659 |GRGPFRWKYGEGNRRSGRGGSGIR
export 16;34725712;40914422;34019948;3 |SSRLEEDDGDVAMSDAQDGPRVRY
factor 1 3465208 NPYTTRPNRRGDTWHDRDRIHVTV

RRDRAPPERGGAGTSQDGTSKNWF
KITIPYGRKYDKAWLLSMIQSKCSVP
FTPIEFHYENTRAQFFVEDASTASAL
KAVNYKILDRENRRISIIINSSAPPHTI
LNELKPEQVEQLKLIMSKRYDGSQQ
IALDLKGLRSDPDLVAQNIDVVLNRR
SCMAATLRIIEENIPELLSLNLSNNR
LYRLDDMSSIVQKAPNLKILNLSGN
ELKSERELDKIKGLKLEELWLDGNS
LCDTFRDQSTYISAIRERFPKLLRLD
GHELPPPIAFDVEAPTTLPPCKGSYF
GTENLKSLVLHFLQQYYAIYDSGDR
QGLLDAYHDGACCSLSIPFIPQNPAR
SSLAEYFKDSRNVKKLKDPTLRFRLL
KHTRLNVVAFLNELPKTQHDVNSFV
[VDISAQTSTLLCFSVNGVFKEVDGKS
RDSLRAFTRTFIAVPASNSGLCIVND
ELFVRNASSEEIQRAFAMPAPTPSSS
PVPTLSPEQQEMLQAFSTQSGMNLE
WSQKCLQDNNWDYTRSAQAFTHLK
JAKGEIPEVAFMK




