}Jl;l iprotKB Entry name organism f::llllne oglcnacscore gig.{zcsnac iphosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion ::ggll:ll:fnmlc g;:)qalratus z::ls:i
QIUBW7 [ZMYM2 HUMAN Homo Zinc  [25.384581 T1253 |S159;S305;S838;S958;S1064;T1376(39302247;32522876;30379171 MDTSSVGGLELTDQTPVLLGSTAMA [True False 4.625 |5.0 2.197 0.544 False 0.989
sapiens finger TSLTNVGNSFSGPANPLVSRSNKFQ
MYM- NSSVEDDDDVVFIEPVQPPPPSVPVV
type ADQRTITFTSSKNEELQGNDSKITPS
protein SKELASQKGSVSETIVIDDEEDMET

2

NQGQEKNSSNFIERRPPETKNRTND
VDFSTSSFSRSKVNAGMGNSGITTE
PDSEIQIANVTTLETGVSSVNDGQLE
NTDGRDMNLMITHVTSLQNTNLGD
VSNGLQSSNFGVNIQTYTPSLTSQTK
TGVGPFNPGRMNVAGDVFQNGESA
THHNPDSWISQSASFPRNQKQPGV
DSLSPVASLPKQIFQPSVQQQPTKPV
KVTCANCKKPLQKGQTAYQRKGSAH
LFCSTTCLSSFSHKPAPKKLCVMCK
KDITTMKGTIVAQVDSSESFQEFCST
SCLSLYEDKQNPTKGALNKSRCTIC
GKLTEIRHEVSFKNMTHKLCSDHCF
NRYRMANGLIMNCCEQCGEYLPSK
GAGNNVLVIDGQQKRFCCQSCVSEY
KQVGSHPSFLKEVRDHMQDSFLMQ
PEKYGKLTTCTGCRTQCRFFDMTQC
IGPNGYMEPYCSTACMNSHKTKYAK
SQSLGIICHFCKRNSLPQYQATMPD
GKLYNFCNSSCVAKFQALSMQSSPN
GQFVAPSDIQLKCNYCKNSFCSKPEI
LEWENKVHQFCSKTCSDDYKKLHCI
VTYCEYCQEEKTLHETVNFSGVKRP
FCSEGCKLLYKQDFARRLGLRCVTC
NYCSQLCKKGATKELDGVVRDFCSE
DCCKKFQDWYYKAARCDCCKSQGT
LKERVQWRGEMKHFCDQHCLLRFY
CQQNEPNMTTQKGPENLHYDQGC
QTSRTKMTGSAPPPSPTPNKEMKNK
AVLCKPLTMTKATYCKPHMQTKSCQ
TDDTWRTEYVPVPIPVPVYIPVPMH
MYSQNIPVPTTVPVPVPVPVFLPAPL
DSSEKIPAATEELKSKVSSDALDTELL
TMTDMMSEDEGKTETTNINSVIIET
DIIGSDLLKNSDPETQSSMPDVPYEP
DLDIEIDFPRAAEELDMENEFLLPPV
FGEEYEEQPRPRSKKKGAKRKAVSG
YQSHDDSSDNSECSFPFKYTYGVNA
WKHWVKTRQLDEDLLVLDELKSSK
SVKLKEDLLSHTTAELNYGLAHFVN
EIRRPNGENYAPDSIYYLCLGIQEYL
CGSNRKDNIFIDPGYQTFEQELNKIL
RSWQPSILPDGSIFSRVEEDYLWRIK
QLGSHSPVALLNTLFYFNTKYFGLKT
VEQHLRLSFGTVFRHWKKNPLTME
NKACLRYQVSSLCGTDNEDKITTGK
RKHEDDEPVFEQIENTANPSRCPVK
MFECYLSKSPQNLNQRMDVFYLQP
ECSSSTDSPVWYTSTSLDRNTLENM
LVRVLLVKDIYDKDNYELDEDTD




