UniprotKB Entry name organism full loglcnacscore o'glcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl"acellular
ID nmame sites reticulum apparatus membrane region
Q9UGH3  |S23A2_HUMAN Homo Solute |18.379595 S10 S$70;T75;S78;T79;S81;T649 30379171 MMGIGKNTTSKSMEAGSSTEGKYE (None None None |None |None None None None None
sapiens carrier DEAKHPAFFTLPVVINGGATSSGEQ

family DNEDTELMAIYTTENGIAEKSSLAET

23 LDSTGSLDPQRSDMIYTIEDVPPWYL

member CIFLGLQHYLTCFSGTIAVPFLLADA

2 MCVGYDQWATSQLIGTIFFCVGITTL

LQTTFGCRLPLFQASAFAFLAPARAI
LSLDKWKCNTTDVSVANGTAELLHT
EHIWYPRIREIQGAIIMSSLIEVVIGLL
GLPGALLKYIGPLTITPTVALIGLSGF
QAAGERAGKHWGIAMLTIFLVLLFS
QYARNVKFPLPIYKSKKGWTAYKLQ
LFKMFPIILAILVSWLLCFIFTVTDVF
PPDSTKYGFYARTDARQGVLLVAPW
FKVPYPFQWGLPTVSAAGVIGMLSA
IVVASIIESIGDYYACARLSCAPPPPIH
IAINRGIFVEGLSCVLDGIFGTGNGST
SSSPNIGVLGITKVGSRRVIQCGAAL
MLALGMIGKFSALFASLPDPVLGAL
FCTLFGMITAVGLSNLQFIDLNSSRN
LFVLGFSIFFGLVLPSYLRQNPLVTGI
TGIDQVLNVLLTTAMFVGGCVAFILD
NTIPGTPEERGIRKWKKGVGKGNKS
LDGMESYNLPFGMNIIKKYRCFSYL
PISPTFVGYTWKGLRKSDNSRSSDE
DSQATG




