UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation |5y, sequence intracellular |extracellular cytosol [nucleus mitochndrion endoplasmic golgi k extracellul
D name sites  [sites reticulum  |apparatus membrane [region
Q9UGI8 TES_HUMAN Homo Testin [25.402949 NaN NaN 34229054;23301498;33214551;386 |[MDLENKVKKMGLGHEQGFGAPCLK [True True 4.783 |4.697 1.098 0.989 False 4.504 1.271
sapiens 65916;40914422 CKEKCEGFELHFWRKICRNCKCGQ
EEHDVLLSNEEDRKVGKLFEDTKYT

TLIAKLKSDGIPMYKRNVMILTNPVA
IAKKNVSINTVTYEWAPPVQNQALAR
QYMQMLPKEKQPVAGSEGAQYRKK
QLAKQLPAHDQDPSKCHELSPREVK
EMEQFVKKYKSEALGVGDVKLPCE
MDAQGPKQMNIPGGDRSTPAAVGA
MEDKSAEHKRTQYSCYCCKLSMKE
GDPAIYAERAGYDKLWHPACFVCST
CHELLVDMIYFWKNEKLYCGRHYC
DSEKPRCAGCDELIFSNEYTQAENQ
NWHLKHFCCFDCDSILAGEIYVMVN
DKPVCKPCYVKNHAVVCQGCHNAID
PEVQRVTYNNFSWHASTECFLCSCC
SKCLIGQKFMPVEGMVFCSVECKKR
MS




