UniprotKB Entry name organism full name |oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi plasma exti

ID sites sites reticulum |apparatus membrane reg

Q9UGL1 KDM5B_HUMAN |Homo Lysine- 15.89021 S116;T117|S986;51328;S1456 [30379171;35254053;37217939 MEAATTLHPGPRPALPLGGPGPLGE [True False 4.668 14.785 |2.026 1.453 0.864 1.731 1.81
sapiens |[specific FLPPPECPVFEPSWEEFADPFAFIHK

demethylase
5B

IRPIAEQTGICKVRPPPDWQPPFACD
VDKLHFTPRIQRLNELEAQTRVKLN
FLDQIAKYWELQGSTLKIPHVERKIL
DLFQLNKLVAEEGGFAVVCKDRKW
TKIATKMGFAPGKAVGSHIRGHYERI
LNPYNLFLSGDSLRCLQKPNLTTDT
KDKEYKPHDIPQRQSVQPSETCPPA
RRAKRMRAEAMNIKIEPEETTEART
HNLRRRMGCPTPKCENEKEMKSSI
KQEPIERKDYIVENEKEKPKSRSKKA
TNAVDLYVCLLCGSGNDEDRLLLCD
GCDDSYHTFCLIPPLHDVPKGDWRC
PKCLAQECSKPQEAFGFEQAARDYT
LRTFGEMADAFKSDYFNMPVHMVP
TELVEKEFWRLVSTIEEDVTVEYGAD
IASKEFGSGFPVRDGKIKLSPEEEEY
LDSGWNLNNMPVMEQSVLAHITAD
ICGMKLPWLYVGMCFSSFCWHIED
HWSYSINYLHWGEPKTWYGVPGYA
IAEQLENVMKKLAPELFVSQPDLLHQ
LVTIMNPNTLMTHEVPVYRTNQCAG
EFVITFPRAYHSGFNQGFNFAEAVN
FCTVDWLPLGRQCVEHYRLLHRYCV
FSHDEMICKMASKADVLDVVVASTV
QKDMAIMIEDEKALRETVRKLGVID
SERMDFELLPDDERQCVKCKTTCF
MSAISCSCKPGLLVCLHHVKELCSC
PPYKYKLRYRYTLDDLYPMMNALKL
RAESYNEWALNVNEALEAKINKKKS
LVSFKALIEESEMKKFPDNDLLRHL
RLVTQDAEKCASVAQQLLNGKRQTR
YRSGGGKSQNQLTVNELRQFVTQLY
IALPCVLSQTPLLKDLLNRVEDFQQH
SQKLLSEETPSAAELQDLLDVSFEFD
VELPQLAEMRIRLEQARWLEEVQQA
CLDPSSLTLDDMRRLIDLGVGLAPYS
IAVEKAMARLQELLTVSEHWDDKAK
SLLKARPRHSLNSLATAVKEIEEIPAY
LPNGAALKDSVQRARDWLQDVEGL
QAGGRVPVLDTLIELVTRGRSIPVHL
NSLPRLETLVAEVQAWKECAVNTFL
TENSPYSLLEVLCPRCDIGLLGLKRK
QRKLKEPLPNGKKKSTKLESLSDLE
RALTESKETASAMATLGEARLREME
IALQSLRLANEGKLLSPLQDVDIKICL
CQKAPAAPMIQCELCRDAFHTSCVA
VPSISQGLRIWLCPHCRRSEKPPLEK
ILPLLASLQRIRVRLPEGDALRYMIER
TVNWQHRAQQLLSSGNLKFVQDRV
GSGLLYSRWQASAGQVSDTNKVSQP
PGTTSFSLPDDWDNRTSYLHSPFST
GRSCIPLHGVSPEVNELLMEAQLLQ
VSLPEIQELYQTLLAKPSPAQQTDRS
SPVRPSSEKNDCCRGKRDGINSLER
KLKRRLEREGLSSERWERVKKMRTP
KKKKIKLSHPKDMNNFKLERERSYE
LVRSAETHSLPSDTSYSEQEDSEDE
DAICPAVSCLQPEGDEVDWVQCDGS
CNQWFHQVCVGVSPEMAEKEDYIC
VRCTVKDAPSRK




