}Jl;l iprotKB Entry name organism (full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma
sites sites reticulum |apparatus membrane
Q9UGP8 SEC63_HUMAN [Homo Translocation [28.867737 'T294;T537 [T537;S742;S748 40307207;40596516;40914422;285 [MAGQQFQYDDSGNTFFYFLTSFVGL |False True 2.201 [2.708 [1.856 5.0 1.883 2.726
sapiens [protein 10447;33465208 IVIPATYYLWPRDQNAEQIRLKNIRK
SEC63 IVYGRCMWYRLRLLKPQPNIIPTVKKI
homolog IVLLAGWALFLFLAYKVSKTDREYQE

YNPYEVLNLDPGATVAEIKKQYRLLS
LKYHPDKGGDEVMFMRIAKAYAALT
DEESRKNWEEFGNPDGPQATSFGIA
LPAWIVDQKNSILVLLVYGLAFMVIL
PVVVGSWWYRSIRYSGDQILIRTTQI
YTYFVYKTRNMDMKRLIMVLAGASE
FDPQYNKDATSRPTDNILIPQLIREIG
SINLKKNEPPLTCPYSLKARVLLLSH
LARMKIPETLEEDQQFMLKKCPALL
QEMVNVICQLIVMARNREEREFRAP
TLASLENCMKLSQMAVQGLQQFKS
PLLQLPHIEEDNLRRVSNHKKYKIKT
IQDLVSLKESDRHTLLHFLEDEKYEE
IVMAVLGSFPYVTMDIKSQVLDDEDS
NNITVGSLVTVLVKLTRQTMAEVFE
KEQSICAAEEQPAEDGQGETNKNRT
KGGWQQKSKGPKKTAKSKKKKPLK
KKPTPVLLPQSKQQKQKQANGVVG
NEAAVKEDEEEVSDKGSDSEEEETN
RDSQSEKDDGSDRDSDREQDEKQN
KDDEAEWQELQQSIQRKERALLETK
SKITHPVYSLYFPEEKQEWWWLYIA
DRKEQTLISMPYHVCTLKDTEEVEL
KFPAPGKPGNYQYTVFLRSDSYMGL
DQIKPLKLEVHEAKPVPENHPQWDT
IAIEGDEDQEDSEGFEDSFEEEEEEE
EDDD




